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A Novel Real - time PCR Assay Based on the Internal Transcribed Spacer 2 (ITS2) for Rapid Identification of Candida Albicans. Guo Y1,
Yang Jingxian, Shao Donghua, et al. Department of Clinical Laboratory, Peking University Aerospace School of Clinical Medicine , Beijing
100049 , China
Abstract Objective To develop a novel real — time PCR for rapid identification of Candida albicans ( C. albicans). Methods

Unique primers and the TagMan — MGB probe were designed on the internal transcribed spacer 2 (ITS2) of rRNA gene(rDNA)in C. albi-
cans. The sensitivity, specificity and reproducibility of the method were then evaluated. Meanwhile, clinical applicability to detect candi-
demia of the assay was tested in simulated C. albicans infection blood samples. Results The lowest amount of C. albicans that the assay
can measure accurately in suspensions was 10' CFU/ml. The coefficients of variability (CV ) for the detection limit were 1. 57% and
2.20% in inter — assay and intra — assay respectively. The reaction specificity was 100 % when evaluating the assay using DNA samples
from clinical isolates of 135 C. albicans strains, other Candida spp. strains, bacterial strains and human blood. For simulated infection

blood samples, the detection limit of C. albicans was 10° CFU/ml. Conclusion The newly developed method was a highly sensitive and

specific assay, which could also be applied to rapid diagnosis of blood stream infection induced by C. albicans.

Key words Candida albicans; Quantitative real — time PCR; Internal transcribed spacer 2 (ITS2) ;Blood stream infection ( BSI)
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24 PR S B T 24 BRE SR S A IE LA L 24 R &
HEFAIRE . DL E RS BUE Y e AL (Vitek 1T,

. 80 -
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ITS2 {37 o5 1 8% ) 2¢ 6 7 1t PCR () 41 A tho A A5 46 )
V-5 6 F 4B R 1 DNA FE AT 548 1 i Ji (3%
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