BBk 2016 4E 8 J1 M 45 % 48 - 1E

3E /)N 48 Be A 7 H Biglycan & RiE 5
A 92 B TR AR B o5

MmEZR BEE KIFT F %

 E B WIS Biglycan 76 AIE/INAH M98 i (¥4 235, I 70 A HE 2 38 5 T 98 I DK 0 BRARFAE SO ERR R I C R . TR
SR FH Ha g2 20 84k 24 (SP) B A I 102 51 A /1N 48 Jifd fii 98 47 %5 40 30 4 20 b Biglycan 25 19 3R 3616 00 , 430 B L 36 38 511 R 3 (K R 2 Il
BRI PE o W Western blot 1 & RT — PCR Jy v Az i 46 20 g Biglycan YK N5 00, 5k F AR BAR A 5366 Biglycan T4 R Bt
Biglycan siRNA ¥% Y& A Jili Ji5 40 Jitd &2 A549 F1 SK - MES -1 J5, ] RT - PCR Fll Western blot 450l Biglycan £ mRNA Fl £ H 7K
BIFRIKE O, IF 0 MTT 3 | Transwell 2401 T 98 Biglycan %35 5 %f i 58 40 MO 384 58 IR 22 B0 52 . 855 Biglycan TEE/N A MY
itz vh g 3k, R A S R = TNM 43481 (P =0.022) K434k (P =0.034) Fik 4555 % (P =0.028) i F AH G, Biglycan 7E
iR A0 B B P R Ak . FE T Biglycan Rk, 5 R b T4 K % Gt X B8 A Bt control siRNA £ A5 [, Biglycan ) mRNA (P <
0.05) A (P <0.05) RKABWWI W TR, M AKIHAE S [P <0.01(2~4 K);P<0.01(2~4 X)W, HEREHRE
(8.41+1.03,11.24 +1.21,P <0.05) 9>, £5i& /NI HU T v Biglycan £ 7635 3 &5 5 4, JF H. Biglycan (¥ 55 3 ik 7] g
Z: 57 il 9 W v 2R B AR i 7R

R AR/NMINGRE  Biglycan AR BLFRAE  MEAE R2R

FESES  R737.9 XHERFRIRED A DOI 10.11969/j. issn. 1673-548X.2016.08.012

Up - regulation of Biglycan is Associated with Malignant Phenotype of Nonsmall Cell Lung Cancer. Yang Zhigiang, Wen Yuanyuan,
Qian Liyong et al. Zhoushan Hospital , Zhejiang 316000, China

Abstract Objective To study the expression and significance of Biglycan in the malignant progression of nonsmall cell lung cancer
(NSCLC). Methods Immunohistochemistry SP method was used to examine the expression of Biglycan protein in 102 paraffin — embe-
ded specimens. The relationship between the expression of Biglycan protein and clinicopathological factors was analyzed. The expression of
Biglycan mRNA and protein were detected by RT — PCR and Western blot. A549 and SK — MES -1 cells were transfected with Biglycan
siRNA or control siRNA using Lipofectamine 2000. The cell proliferation was analyzed by MTT and the cell invasion was tested by Tran-
swell. Results Immunohistochemical analysis showed that Biglycan expression level was significantly higher in NSCLC tissues, and in-
creased Biglycan expression in NSCLC tissues was related to poor differentiation( P =0.034) , the higher clinical stage( P =0.022) and
lymph node metastasis( P =0.028). The expression of Biglycan was higher in lung cancer cells than in normal bronchial epithelial cell
(P <0.05). Compared with untreated and the cells transfected with control siRNA, the level of Biglycan mRNA (P <0.05) and protein
(P <0.05) were decreased in the cells transfected with the Biglycan siRNA. The cell growth rate [ P <0.01(day 2 -4); P <0.01
(day 2 —4) Jwas slower, the numbers of cell invasion (8.41 £1.03,11.24 +1.21,P <0.05) were decreased. Conclusion Up - regula-
tion of Biglycan is associated with malignant phenotype of human NSCLC.

Key words NSCLC; Biglycan; Clinicopathological factors; Proliferation; Invasion
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Abstract Objective To study the effects of cardiac — specific CD36 inhibition on generation of myocardial reactive oxygen species
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