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Diagnostic Value of High — risk HPV E6/E7 mRNA Test in Triage of ASC - US. Zhang Yuehui,Pan Qiangwei,Zhang Hongping ,et al.
Department of Obstetrics and Gynecology, The Third Clinical College of Wenzhou Medical University , Wenzhou People’s Hospital , Zhejiang
325000, China

Abstract Objective To investigate the diagnostic value of high — risk human papilloma virus( HR - HPV) E6/E7 mRNA test in
triage of atypical squamous cell of undetermined significance (ASC — US). Methods Three hundred and twenty patients with ASC — US
had colposcopy and cervical biopsy , HR — HPV E6/E7 mRNA and HR — HPV DNA testing. The testing results combined with pathological
diagnosis were analyzed. Results In cervical intraepithelial neoplasia( CIN) and cervical cancer,the positive rates of HR — HPV E6/E7
mRNA and HR - HPV DNA were statistically significant( P <0.05). The positive rate of HR - HPV E6/E7 mRNA for CIN]l + and CIN
IT + were higher than that of CINII - and CINII - ,and the difference was statistically significant( P =0.000) . There was no significantly
difference (P > 0. 05) in sensitivity, positive predictive value and negative predictive value between HR - HPV E6/E7 mRNA test and
HR - HPV DNA test for detection of CINIl + and CINII + . But the specificity showed statistically significant difference( P =0.000). Ac-
cording to ROC curve,the diagnostic power of HR — HPV E6/E7 mRNA test for CINII + and CINII + was higher than that of HR - HPV
DNA. The positive rate of HR — HPV DNA in the age group younger than 30 years was significantly higher than the group aged 30 years
and older( P <0.05). There was no statistically significance in the positive rate of HR — HPV E6/ E7TmRNA between the two groups (P >
0.05). Conclusion HR - HPV E6/ ETmRNA test is a better effective triage method for colposcopy referral in women with ASC - US cy-

tology. Because of its higher specificity and better diagnostic value.

Key words E6/E7mRNA ; Human papilloma virus ; Atypical squamous cell of undetermined significance ; Cervical intraepithelial ne-

oplasia
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