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Abstract Objective To investigate the subcellular distribution of glucose transporter GLUT4 and adiponectin in 3T3 - L1 adipo-
cytes. Methods 3T3 — LI preadiocytes were differentiated in medium containing 10% FBS, 5pg/ml insulin, 1umol/L dexamethasone
and 0. Smmol/L IBMX. Western blot was used to examine the expression levels of GLUT4 and adiponectin before and after cell differentia-
tion. The densities of GLUT4 vesicles and adiponectin vesicles were compared by sucrose gradient centrifugation. The subcellular distribu-
tions of GLUT4 and adiponectin were investigated by three — dimensional structured illumination microscopy (3D — SIM). Results As
3T3 - L1 adipocytes matured, the cell shape changed noticeably, from fibroblastic to spherical with numerous oil droplets in the cyto-
plasm. GLUT4 and adiponectin were not expressed in 3T3 — L1 preadipocytes, but highly expressed in mature adipocytes. GLUT4 and ad-
iponectin distribution overlapped in the sucrose gradient, suggesting that GLUT4 vesicels and adiponectin vesicles have similar densities.
Furthermore, 3D — SIM revealed that the endogenous GLUT4 in the steady state was co — localized with adiponectin, which was supported
by a value of pearson coefficient of correlation of (0.842 +0.021) (mean + SEM). Conclusion GLUT4 and adiponectin are present in
the same membranous cellular compartment and share similar intracellular trafficking pathways.
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