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Expression of ZNF267 in Malignant Melanoma and Its Effects on Cell Proliferation, Apoptosis, and Cell Cycle. Jin Dan,Zhou Lie, Liu
Qixtang ,et al. Department of Oncology,Chongqing City State District People's Hospital ,Chongging 405400 , China

Abstract Objective To investigate the expression of ZNF267 in malignant melanoma tissues and cells,and further investigate the
effects of ZNF267 on cell proliferation, cell apoptosis, and cell cycle of malignant melanoma cells. Methods We detected the expression
of ZNF267 in tissues and cells of malignant melanoma by qRT — PCR. After silencing the expression of ZNF267 in malignant melanoma
cells, we detected the effects of ZNF267 on cell proliferation by CCK - 8, we also detected the effects of ZNF267 on cell apoptosis and cell
cycle by flow cytometry. Results The expression of ZNF267 was significantly higher in the tissues and cells of malignant melanoma than
adjacent tissues and human melanocyte cells. After silencing the expression of ZNF267 in malignant melanoma cells, the cell proliferation
was significantly inhibited, cell apoptosis was significantly promoted, and cell cycle was arrested as G1 phase. Conclusion ZNF267 was
upregulated in the tissues and cells of malignant melanoma, and could promote the cell proliferation and inhibit cell apoptosis of malignant
melanoma.
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