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Abstract Objective To study the role of CRIF1 in high glucose induced rRNA gene transcription. Methods HEK293T cells
were transfected with CRIF1 ectopic expression vector or control vector for 48 hours were collected. Total RNA was extracted to detect the
mRNA level of pre - rRNA. HEK293T cells were cultured in DMEM medium containing 0, 1, 4.5g/L glucose for 12hours. The whole
cell lysate were collected and CRIF1 was detected by Western blot assay. HEK293T cells were transfected with shCRIF1 vector or control
vector for 36 hours and cultured in DMEM medium containing 0, 1, 4.5g/L glucose for another 12 hours were collected. Total RNA was
extracted to detect the mRNA level of pre —rRNA. Results CRIF1 promoted the expression of pre —rRNA. CRIFI expression gradually
elevated with the increasing concentration of glucose. Knocking down of CRIF1 repressed the high expression of pre — rRNA depended on
glucose. Conclusion CRIF1 promotes the pre — rRNA expression induced by glucose and plays an important role in glucose — induced
rRNA gene transcriptional regulation.
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