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Effects of WWP2 Interference on Proliferation, Apoptosis and Cell Cycle of Hepatocellular Carcinoma Cell Huh7.
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Abstract
noma cell Huh7. Methods

tometry to investigate the role of WWP2 in the cell cycle of hepatocellular carcinoma ( Huh7). Results

Objective To explore this effects of WWP2 interference on proliferation, apoptosis and cell cycle of hepatocellular carci-

We used the experimental techniques of real — time quantitative PCR (qPCR) , RNA interference and flow cy-

WWP2 mRNA levels expressed

significantly in hepatocellular carcinoma (HCC). Knock except cells of WWP2 will inhibited cell proliferation, the cell arrest in the G1

phase, and induce cell apptosis. Conclusion
apoptosis in vitro.
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WWP2 may promote the growth of hepatocellular carcinoma cells through the regulation of
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