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Association of Regulation of ALDH1A1 Expressions with Cervical Cancer Development in Uighur Woman and Its Clinical Significances.
Reziwanguli - Yuemaier, Tuervunguli «+ Haimudula, Dilare - Lidipu,et al. Clinical Research Center, People's Hospital of Xinjiang Uighur
Autonomous Region, Xinjiang 830001 ,China

Abstract Objective To investigate the association of regulation of ALDHI A1 expressions with cervical carcinogenesis by quantita-
tively analyzing the mRNA and protein expression level of this gene in cervical carcinoma and its precursor lesions in Uighur women.
Methods A total of 58 fresh tissue samples and 75 paraffin — embedded tissue slides were collected from Uighur women with CSCC, cer-
vical intraepithelial neoplasia( CIN) II — Il and cervicitis. The mRNA and protein expression of ALDH1A1 gene was determined by quanti-
tative RT — PCR and immunohistochemistry, respectively. Results The mRNA expression level of ALDH1A1 in CSCC (1.733 +0.968)
was significantly higher than cervicitis(0.458 £0.347) (P <0.05). The immunohistochemistry results showed that the protein expression
level of ALDH1Al was remarkably increased with development of the cervical lesions. A Significantly higher expression of AL-
DH1Alprotein in CSCC77.5% (31/40) than in cervicitis36.8% (7/19) (P <0.01) was seen. The analysis of specificity and sensitivity
in the detection ALDH1A1 gene expression showed that the detection of ALDH1A1 had a high accuracy based on AUC which was bigger
than 0.70, suggested that the detection of above gene had an impact in early prognosis of cervical cancer. we can infer ALDHI AL expres-
sion differences could become cervical cancer early warning markers. Conclusion ALDH1A1 can be used as cervical cancer stem cell
markers. The up — regulation of ALDH1 A1 at the transcriptional and translational level was closely associated with the development of cer-
vical cancer in Uighur women, and ALDH1 Al may become a molecular marker for the diagnosis and prognosis of CSCC.
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A1 0 R0 4 2H OB A T U, SR O B [l DBt ) 77 =, o
R X S0 A A IR X RGN
Frial Aok A, Bt 18 U b xt IR GUPR A 75 o1,
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SRS E i PCR R ( H A TaKaRa 24 7)) o S
PECTEATE BE S (PCR) A (36 [ 1 A9 &R 5 8
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5" -~ TTGTCCAGCCCACAGTGTTCTC -3'; FIF51 %)
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GAACGAAATAAACTAGCAGCA -3';, N5 4.5 -
AGCACAAACTCCAGACGTTCC -3"), LAH ) cD-
NA St , I LA B - actin NS IR, 4T PCR 974,
4y HEL SYBR Premix Ex TaqTM 12. S5wul, cDNA T A
Lul, EFUHESI9% 0. 6l B T PCR 1, 361 ddH, 0
10.3pl #MEAR R 2 25ul R, M8 2.0 )5 % T PCR
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SEHN T AR A o A bR 2R 105 RS R
I8 A e DR ) s A oty R g A R A B Ce R (1
{H RS, Threshold Cyele) % 54 BE & 155 SQ {8
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T A DUAE ot 1) i 35 5 R AR A s v AR AR 3 75 3] o b
HEAL I AH X e S K F- o RIR K (AHXF R iA ) = H
MEEMEG R/ NS ERNEGE, (3) REHN
ez kI ALDHTAT 25 (1 3R 35 o i S 4 21
VRIS B 4 pm BZH U0 R, 28 BB oK A6 A0
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AP, >2.5 MR BHME
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®1 AEEHFHRETHALAZ EHN ALDHIAL EFE mRNA REZKFEFH (v z5)

TR 2581 (ANOVA)
21 51 n mRNA %3k K R ( -
NC 4] 20 0.458 £0.347 _ _
CINT ~ T4 18 1.076 £0.855 10.943 0.000 0.031" -
CSCC 4 20 1.733 +0.968 0.000* 0.022%

CINTl ~ 415 NC 4%, " P <0.05;CSCC 205 NC 4 1 #:,*P <0.05;CSCC 415 CINT ~ M40 %, P <0.05

2. ALDHI A1 45 [ 75 4E 5 /R T 10 25 3 72 4H 21
Ak R A 2 Ak (SP) 3 A T AN [W] B S5 A2 2
ZUN ALDHIAL K3k, & 3 ALDHIAL Ff 7 44 (4
FEAL T 20 M A, SR MURL, AE Y S 2 4
o ALDHIAT 25 75 20 MO A% rh S o BE Y, Bl 2 30 R
BN B 0 & R, ALDHIAL 8 (1 3% 3K /K F 5 BH P %

B TE R (4 BN 36. 8% .50. 0% \77. 5% ), HI
CSCC 14 > CINTL ~ I > F #i & 4141,3 4[] i fhk 22
SAGI R (P <0.01) . 3 i A R E 840 4
ALDHTATEE FI 2R 3K 7K 19 P LL B2 B, &k B CSCC
HEUY ALDHIAL 8 (1R B/KF 5 CINTD ~ I 57 25
R, ZF A5 2#E L (P<0.05) ,fHCINT ~
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3. ALDHIAT 3 [N 33k K- X8 S0 12 114
JE R SRE SR R A A SPSS 17. 0 Gt Bk
X RS HEAT G 3 A A B, LB R PR SRR KT X
s T 1Y WU (sensitivity ) VR5 52 PE (specificity ) ifE
BB HEAT 20 ik 95 ROC i £k (151 5) % L, ALDH1AL
BN A T A (AUC) =0. 823, S8 LA L 3 A AG
00 42 W O RE e, A — ) T A M
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- + + + + + + (%)
NC 41 19 12 4 3 0 36.8 0.000 *
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ZHESRAGITFE X, B CIN 5EHSRHAL 2
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ALDHIAL FEPR B 5 K7 B H &8 AR BFH &, R
LA S 98 R DR i 8 T 4T MR IE 2 5 R U B k2L
GRS I ALDHIAL i 26 A 42 E 78 S0 T
24 D P 389 BT, 4 — A N T T L 4 1) e A 4
UK AL . B fatE HPV Rpal e &5 i K A e
FH K, B S 4R T ALDHIAL %35 B E X HPV i
(AR AE 6 2, 4 X B U 1) e ARG )T B BB X,
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