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Abstract Objective To investigate the relationship between the virulence gene polymorphism of Helicobacter pylori( Hp) and its
drug resistance by culturing Hp isolated from clinical and drug susceptibility test and combining with gene detection methods. Methods
Gastric mucosa specimens were collected from 120 patients with digestive tract diseases. Hp was cultured and tested for antibiotic suscepti-
bility. The nucleic acid was extracted from Hp positive strains with antibiotic resistance results and the Hp virulence gene VacA s region
and m region were detected by PCR. The correction between the polymorphism of virulence genes and its drug resistance was evaluated by
the x° test. Results The positive rate was 46.7% in 56 patients with Hp culture. Clarithromycin resistance rate reached 28.6% . Clar-

ithromycin resistance rate was 43.5% in s1/m2 type strains, while in s1/ml type strains, clarithromycin resistance rate was 18.2% , the

difference was statistically significant (P <0.05). Conclusion

s1/m2 type strains are more prone to clarithromycin resistance than s1/

ml strains, and the gene polymorphism may be related to Hp resistance to clarithromycin.
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