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Expression and Clinical Significance of Long Non — coding RNA MALAT1 in Breast Cancer. Li Zibo, Zhou Jiang, Zhou Lin, et al.
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Abstract Objective To investigate the expression and clinical significance of long non - coding RNA (IncRNA) metastasis — as-
sociated lung adenocarcinoma transcript 1 (MALATI) in breast cancer. Methods MALATI levels were measured in breast cancer tissue
samples and corresponding adjacent tissues from 64 breast cancer patients using quantitative real — time PCR. The correlation between
MALATI levels and clinical pathological characteristics of breast cancer was analyzed. A receiver operating characteristic (ROC) curve

was constructed to determine the diagnostic value of MALATL. Results The expression levels of MALATI in cancer tissues were signifi-

cantly higher than those in adjacent tissues (P <0.05). The expression levels of MALATI in breast cancer patients correlated with ex-

pression of ER, PR and lymph node metastasis (P <0.05) ; the area under the ROC curve was 0.706. Conclusion Plasma IncRNA-

MALATI! may be involved in carcinogenesis and prove as a potential biomarker for the diagnosis of breast cancer.
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