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Effects of Kaponane Diterpenoids Compound PV006 on M1 Polarization of THP —1 — derived Macrophages. Zhang Jiafen, Li Xinyu,
Song Shasha, et al. Institute of Dermatology, Chinese Academy of Medical Sciences and Peking Union Medical College, Jiangsu 210042 ,
China

Abstract Objective To study the effects of kaurane diterpenoids compound PV006 on M1 polarization of macrophages by inducing
M1 type differentiation of macrophages in vitro. Methods The human monocyte cell line THP - 1 cells were stimulated to differentiate in-
to M1 - type macrophages by phorbol 12 — myristatel3 — acetate (PMA) combined with lipopolysaccharide (LPS) and recombinant human
interferon — y (rthIFN - y). M1 — type polarization of THP — 1 — derived macrophages was confirmed by observing morphological changes of
cells with microscope, detecting the mRNA expression of IL - 18, TNF - «, IL -6 and IL - 8 by real — time fluorescence — based quanti-
tative PCR (qRT — PCR) , as well as analyzing expressions of nuclear transcription factor kB phospho — P65 (NF — kB p - P65) and
phospho signal transducer and activator of transcription — 1 (p — STAT1) by western blotting. After synchronously treatment with PV006,
above parameters of stimulated cells were detected. Results After THP — 1 cells were induced by PMA combined with LPS and rhIFN -
v, the shape of cells changed from round to characteristic long fusiform or spindle shape, the expression of IL —18,TNF -, IL -6,
IL — 8 mRNA increased, the expression of NF — kB p — P65 and p — STAT1 protiens enhanced. After treatment with different concentra-
tions of PV0O06, long fusiform or spindle shape cells did not be observed and most cells remains round in M1 polarization stimulated THP —
1 cells. PV006 down - regulated the expression of IL - 18, TNF -, IL -6, IL -8 mRNA(P <0.05), and attenuated the expression of
NF — kB p - P65, p - STATI proteins. Conclusion M1 - type polarization of macrophages derived from THP — 1 cells can be induced by
stimulation of PMA combined with LPS and rhIFN - . PV006 compound could inhibit the differentiation of macrophages into M1 subtype.

Key words Macrophage M1 — type polarization ; Phospho nuclear transcription factor — kB P65 ; Phospho signal transducer and acti-

vator of transcription — 1
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