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Epigenetic Changes of G,S, Gene in NSCLC Patients. Ding Yihui, Jiang Hong ,Su Dan ,et al. Hangzhou People's First Hospital , Zhejiang
310006 , China

Abstract Objective To evaluate the value of methylation levels and expression of G,S, gene in early diagnosis and predicting
prognosis of non — small cell lung cancer (NSCLC). Methods We used pyrosequencing to detect G,S, methylation levels and reverse
transcription PCR to detect its expression in the tissue of NSCLC patients. According to the G,S, expression levels, patients were divided
into high and low expression groups. We further analyzed the clinical characteristics and prognosis in these groups. Results The hyperm-
ethylation rate of G,S, gene in NSCLC patients was high (40% ). And the expression of the gene in normal tissues was much higher than
those in tumor tissues (P =0.000). There were no significant relationships between the level of expression of this gene and patients’ age,
sex, smoking history and tumor type cases (P >0.05). Also we couldn’t find any relationship between the prognosis and the level of G,S,
gene. Conclusion The expression level of G;S, gene has some value in the early diagnosis of NSCLC, but there is no obvious value in

staging of NSCLC and predicting prognosis.
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