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Abstract Objective To investigate the effect of miRNA - 467b on the regulation of TNF — « in painful diabetic neuropathy.
Methods SD rats by intraperitoneal injection of streptozotocin painful diabetic neuropathy (model group, n =20) , theblank group (n =
20) were injected of saline. Model group in 1 weeks after modeling were divided into two groups: experimental group and control group,
10 rats in each group. The experimental group were given the artificial injection the synthesis of miRNA - 467hb, and the control group
were injected with normal saline. All the rats were to detect neuralgic condition and miRNA -467b, TNF — « expression level. Results
The latency of mechanical pain and thermal pain in the model group were lower than that in the blank group (P <0.05), and the latency
of mechanical pain and thermal pain in the experimental group was also higher than that in the control group (P <0.05). The rats in the
model group the expression of miRNA - 467b compared with the blank group were lower, and the TNF — o expression were increased,
there were statistically significant difference (P <0.05). And the miRNA - 467b, TNF — « mRNA expression level in the experimental
group were statistically significant compared with the control group (P <0.05). The expression of TNF — o protein in the experimental
group was decreased, compared with the control group were statistically significant difference (P <0.05), and the expression of TNF — «
protein in the model group was higher than that in the blank group (P <0.05). Conclusion The expression of miRNA —467b is down —
regulated in painful diabetic neuropathy that can induces the expression of TNF — a and cause mechanical pain and thermal pain.
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