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Expression and Clinical Significance of MiR -21/MiR -210 in Tissues and Plasma with Breast Cancer. Lu Yunyao,Wang Hui,Yu Yao et
al. Chongqing University Cancer Hospital & Chongqing Cancer Institute & Chongqing Cancer Hospital ,Chonggin 400032, China

Abstract Objective To investigate the expression of miR —21 and miR - 210 in tissues and plasma with breast cancer, further to
analyze their value in the diagnosis and prognosis of breast cancer. Methods The expression of miR - 21 and miR - 210 in 31 tumor tis-
sues and 36 normal tissues, 25 tumor plasma samples and 21 healthy controls were detected by RTFQ PCR. We analyzed the diagnostic
value of miRNA by receive operating characteristic (ROC) curve and the prognosis of patients by Kaplan — Meier Plotter website. Results
The levels of miR =21 in tumor tissues were higher than that in normal tissues (P <0.05), whereas the levels of miR - 210 were not
(P >0.05). There were no significant differences between the tumor plasma samples and healthy controls(P >0.05). The area of miR —
21 in tissues under the ROC curve was 0.695. Kaplan — Meier Plotter reveled that higher miR - 21 level was correlated with a shorter sur-

vival time (P <0.05). Conclusion miR -21 in breast cancer tissues is up — regulated, and it may be served as a novel marker of diag-

nosis and prognosis in the breast cancer.
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