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M OE B® BT ILIRE b R R M A R (spleen tyrosine kinase, SyK) | AT 4 i 4 K Bl 5 (hepatocyte growth factor,
HGF)%’%iﬁHMEa‘@I’#&B:‘??Lﬂ%ﬁ%%‘f-ﬁFﬂ’ﬂa‘é,w FiE RS PCR J7 ik 43 BIAL TN 120 451 7L i g 20 21 . 100 441 1F 5 L M 21

100 {7 27 4 i LA 21 Z 8] 1 SyK Fl HGF S B 3235, 70 A FL I i 20 20h =35 19 3R 15 K 1 5 1 PR s B2 ke AE 109 6 %, JF X L3k 3k
E@*ﬂ)&'f@:u&'—ﬁ#LH%ﬁEﬁ%‘%ﬁ HIRRMAT T oM. BR  SyK HGF mRNA 43235 78 7Lk i 21 ZURN IE # FL IR 20 20 % 27 4k
WRRE AL Z ) L, 22 A 82 8 (P <0.01) 5T =% R IR TE H AL DI Z 7] L4, 28 2 R4t i 22 R L (P >0.05) . SyK HGF
mRNA 3% 5 7L MR 9 I K 70 3 KR JCAH (P <0.05) H 54E 18 I HARTC XK (P >0.05) . 120 7L B9 & 5 10 Bl 15 45 21
ARG S SENIETANEH 8 #l, 15 6.67% (8/120) , A= A7t (i K 7] g 47 A~ 7, R ] Kaplan — Meier 3% 120 4 3| i g 5835 43 A
PIZE, B LR S U5 20, 45 0 0 7 0 A A A7 il B R L BC 1Y Log Rank K 3 45 54 P = 0. 009, Breslow ;3o 25 Ry P =
0.018, M Log Rank K3 i) 45 2R , W LUA A RBEX B EWEAREES BURASEFREEAMAE(r=-0.202,P<
0.05), it SyK HGF Z 53 IRERZ AR b i 1E R, SyK SR 8 HGF i 3% 3k $2 7 i 3% TUR A B, AT AR O 3L i o8 TS )
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Correlation between SyK and HGF in Breast Cancer and Their Prognosis Significance. Zhuang Xiaoping, Lin Qiongqiong, Ji Jianle, et
al. Department of Pathology ,Wenzhou Hospital of Integrated Traditional Chinese and Western Medicine, Zhejiang 325000, China

Abstract Objective To investigate the correlation between SyK and HGF in breast cancer and their prognosis significance.
Methods The expressions of SyK and HGF gene were detected by RT — PCR method in 120 samples of breast cancer,100 samples of nor-
mal breast tissue and 100 samples of fibroadenoma. We analyzed its relationship with clinicopathological parameters of breast cancer. The
correlation between SyK and HGF and their prognosis significance were investigated. Results There were statistically significant differ-
ences between the expression levels of SyK and HGF of breast cancer, normal breast tissue and fibroadenoma (P <0.01). There were no
statistically significant differences between the expression levels of SyK and HGF of normal breast tissue and fibroadenoma (P >0.05).
These data showed that the expression of SyK and HGF is remarkably related to the clinincal stage and vascular invasion( P <0.05) , but
not to the age and tumor size. Follow — up results for 120 cases of breast cancer patients were 8 death cases withinfive years, accounted for
6.67% (8/120). And the median survival time was 47 months. With the method of Kaplan Meier,we divided these 120 breast cancer pa-
tients into two groups:comparison group and prognosis group. The results showed a comparison of two groups of overall survival curves of
the Log Rank test results for P =0. 009. And Breslow test results for P =0. 018. According to the results of the Log Rank test, the prognosis
group was negatively correlated with the survival status (r = = 0. 202, P < 0. 05). Conclusion SyK and HGF were involved in breast
cancer invasion and metastasis. The deficiency of SyK and the high expression of HGF in breast cancer may be served as an indicator of the
prognosis of breast cancer.
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WMot 43 B KR 77 Bl o JEE AR FIE R AL SZ AT ]
77 & ARG T AL T BRI T .

®1 FBREALAD SYK.HGF mRNA REMIGRFEZSHZEHXR

SyK mRNA ik

HGF mRNA ik

i PR R4 n x*s t P x*s t P

AERY (%) <40 58 22.98 £1.237 0.079 0.937 32.33 £2.708 1.507 0.135
=40 62 22.96 +1.407 32.93 +1.584

B H A% (em) <3 45 22.86 +1.277 0.040 0.969 32.18 +3.009 0.869 0.388
=3 75 22.85 £1.287 32.60 +1.505

I PR 43 41 I ~1 75 22.89 £2.532 2.131 0.035 30.22 £3.912 2.313 0.022
i} 45 21.86 £2.626 31.86 +3.441

2L R I ~1 72 23.21 +2.011 2.309 0.024 32.11 £2.985 1.481 0.143
I 48 22.07 £2.992 31.02 +4.484

iR e H 34 23.63 £1.572 4.235 0. 000 32.73 £1.902 3.073 0.003
X 86 21.93 £2.769 31.17 +£3.581

W E L5558 H 43 23.38 +1.541 1.747 0.085 31.86 +2.842 2.331 0.022
T 77 22.89 £1.292 30.51 £3.414
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0.5l ,MgCl, 1l & TagDNA H 47 0.3ul, SyK |
Bl4).5 - CATGGAAAAATCTCTCGGGAAGA -3,
W19 : 5 - GTCGATGCGATAGTGCAGCA -3’ HGF
LBl . 5 - GCTATCGGGGTAAAGACCTACA -
3, FiEsI#: 5 - CGTAGCGTACCTCTGGATTGC -
3§ % B —actin B4 : 5' - AGAGCTACGAGCT-
GCCTGAC - 3'; Flial¥: 5 - AGCACTGTGTTG-

GCGTACAG -3', L NG # 4 m 0. 75l 4l i K
16. 4pl, 2R 45 FF: 94°C Wi A5 P 10min , 94°C 45
30s.54°C iB & 30s,72°C #Eff 1min 455,35 1§ ;
729C & A GEH 10min, ] DEPC K4t #: cDNA i BH 1
X I, Y4 GAPDH fE RN S |,
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folds =2 **“ AACt = (Ct HIYHH - Ct NS 1%
)Wazﬂ -
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Y L YRR ARk Z M 25 AT

5. Fifi s 45 S - Bl U5 AR i TE] Ry 2017 45 H 31
H bl i 85 120 4], FE U7 E 1 ~60 4~ H A A7
PLECH 47 A~ o 120 51 8 35 o T A= A7 88 1], th R
JRi R A2 e B Ak B B At 24 ), B8 T 3L R 2 K S
54, 58T HAb A 3 ]

6. ity R A SPSS 17.0 GE it 24 B4 % 4L
P AT G o BT, T i Rkt BB = AR 25 (v 25) 3
N AR EE B S AR A ¢ K3 T ¥R, DL P <0.05
ZRAGITFE L BRI, AFIMZ R
Kaplarl — Meier J5 1= 2 K, | Log — Rank ¥ B kb 8
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1. SyK HGF mRNA A~ [w] FL It 2 23 A X 323k £
SyK mRNA 1E % FL R 20 F1 £ 4 B9 4140 X 3238 B Ry
(1=0.978,P =0.333) ; i # | g 2H A1 ZL R 8 20 AH X
Fik it K (1=40.810,P <0.01) ; 2F 4 it 98 2H F1 3L ik
FEALA T Fe 3k 5 R (1 =34.240,P <0.01) ., HGF mR-
NA TF 2L 20 R0 25 4t IR 9 AR X R ik 5ol (0 =
2.248,P =0.029) ; 1F ¥ M 2H F0 7L M g 25 AH X 23k
o (1=3.760,P =0.000) ; £T 4 [l 983 2H F1 7 i 88 20
AR IR N (0 =3.371,P =0.001) , MIXTRBESF
B IEZS A (P >0.05) ,SyK HGF mRNA F[ i Ji A XF
FOR R B S T IE W UL LT 4E R 41, & He A
ERAGITFEXL(P<0.01,-1),
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2. SyK \HGF mRNA &3k 1 L, Ji 98 2H 2l PR o 34
FDHZ M E R SyK HGF mRNA K3k 5 2| If g
I PR 23 3 A Bk R AU AR DG (P < 0. 05) fH 5 4R 1 |
AR (P >0.05), Hr SyK 520 21°% 51 %
R (P <0.05) ,HGF S5k 45 B AHE (P <0.05,
1),

3. FLM s  SyK HGF [ 3Rk 5 B & EfF &
F 120 BIFLAR S B E BB DT A5 R ARG 5 A NIETS
NECH 8 1], i 6.67% (8/120) , A= 77 Hh 43 B i) 18] Sy
47 A H AR LR SyK (HGF (1 £ 35 R B0 #1838 7y
WA : (1) 4 - SyK + /7HGF + (18 fi) \SyK +/
HGF — (10 f4i]) .SyK —-/HGF — (15 fi]) . (2) Fil J5 41:
SyK —/HGF + (77 ) s I} L 82 19 3 A B dl 80/, &
IHm—H o B . R Kaplan — Meier 3£ %§ 120 4]
FUIR IR B B BT 25 R AT Gt o7 0 Hr Ab B 45 2R
7 XF A 2H A A I A LB Log Rank £6: 56 25 5
P =0.009, Breslow ¥ 325 5 P =0. 018, Log Rank
o 1) 45 SR 7R, T 2H GRS I AR AR R 5 S
WG H SR IRS AR (r= -0.202,P <0.05),
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