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Correlation between RANK Gene DNA Methylation and Obesity in Male Elderly Uygur, Kazak and Han Nationality in Xinjiang. Saiyare -
Xuekelati ,Li Yangjing ,Bai Xue ,et al. The Second Ward of the Health Center for Cadre, The People's Hospital of Xinjiang Uygur Autonomous
Region, Xinjiang 830000 , China

Abstract Objective To investigate the correlation between RANK gene methylation and obesity by case — control study. Methods
Data were collected from the epidemiological survey data of Han, Uygur, Kazak residents aged 65 and over in LuoPu county and MulLei
county, Xinjiang from April 2018 to May 2018, which 32 Han, 28 Uygur and 30 Kazakh elderly men were randomly selected and divided
into case group and control group. General information and blood biochemical indexes of the subjects were obtained by questionnaire sur-
vey and laboratory test. The genomic methylation modification was performed on EpiTect Fast Bisulfite Conversion Kits, BiQ Analyzer was
used to compare the RANK genome standard sequence and sequencing sequence. The methylation rate of RANK gene CpG island in the
control group was analyzed by covariance analysis after adjusting the prevalence rate of age, smoking, drinking and hypertension and blood
lipid. Results Among elderly Han, Uygur and Kazak nationality males of Xinjiang. The methylation rate of RANK gene CpG island had
no statistics significance (P >0.05). After adjusting the prevalence rate of age, smoking, drinking and hypertension and blood lipid a-
mong elderly Han, Uygur and Kazak nationality males of Xinjiang. The methylation rate of RANK gene CpG island in the control group
was higher than that in the case group (P <0.05). Conclusion Among elderly Han, Uygur and Kazak nationality males of Xinjiang, a
slight decrease in RANK methylation may be associated with obesity.

Key words Obesity ; RANK DNA ; Methylation
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