- e

BE2EBE T 2% 35

2019 4210 H 5548 % 4510

INIR RNA F T B4 B 212 B Y Meta 43 47

"HEg #ER BHRKE % g HEF

# E BM
fe. FHik K& PubMed EMBASE 1M ( CNKT) 45 76 2 $UCH P 4 A AH OC ST 5 5% 192 Wnial 36 0 3 ¥4 QUADAS -2 T H3F Al Uik
BihE ;i Meta — DiSc 1.4 844G I 12 W RN 38 05 , IE AT W41 43 B FOBBURRE A0 A BT T e S B k. R AT G AndEm
SCiK 10 G, AL & 858 5] HCC i 25 #1885 il JE 4 X B, cireRNA JH F12 W HCC F 3k i 588 % BE 0 & 91 SO Oy 78% (95% CI:
76% ~80% ), 551k 78% (95% CI: 75% ~80% ) , AR #1£E F 1 AL (AUC) Ky 0. 877, W44 #7145 5 B 7R, L35 K JE f circRNA
FF HCC gl 3% fg (AUC =0.929) £ F 4141 (AUC =0. 859 ) FlIfL ¢ (AUC =0.724) ;circRNA 1£ X 43 HCC Fl {8 5 XJ fiEL B 280 e e
1 (AUC =0.929) 1 X 43 HCC FlJiF 4/ JHFRE AL B 3 BB AIR (AUC =0.730) ; B cireRNA B L5512 Wi ARE & T T W 19 cir-
¢RNA (AUC:0.863 vs 0.836) ;circRNA ikt J§ T HCC 12 W7 9 5 AR 76 0 0 A HE & TR ABE (AUC:0.929 vs 0.854) ; K51,
ST ARFEZHILE N cireRNA 707 B ERRAE2E . &8 cireRNA F3A 84 B4R HCC 547 1 5l Bl i2 Wi de 4, (615

2 G TR FR R RNA (circular RNA |, cireRNA ) 75 AT 41 if1 955 ( hepatocellular carcinoma, HCC) 2 W7 W ) 4 5 5%

I RHET o
XK4EiE  circRNA  fF40M5E 200 Meta 53 #F
hESES R735.7 Sk ARIR A A DOI 10.11969/j. issn. 1673-548X.2019.10. 034

Meta — analysis of the Diagnostic Efficacy of Circular RNAs in Hepatocellular Carcinoma. Tian Zhongchang, Chu Zhijie, Yang Tianbao
et al. Department of Hepatobiliary Surgery, The First Affiliated Hospital, and College of Clinical Medicine of Henan University of Science
and Technology, Henan 471003, China

Abstract Objective To evaluate the overall diagnostic efficacy of circular RNA (circRNA) in hepatocellular carcinoma (HCC).
Methods The online databases included PubMed, EMBASE, CNKI, WANFANG and WEIPU were reviewed, wherein studies assessed
the diagnostic performance of circRNA(s) in HCC were included. Study quality was judged in line with the QUADAS -2 checklist. Sta-
tistical analyses were conducted using Meta — Disc 1. 4. Study heterogeneity was assessed by sub — group study and influence analysis.

Results
nature yielded a pooled sensitivity of 78% (95% CI. 76% - 80% ), specificity of 78% (95% Cl: 75% - 80% ), and area under the

A total of 10 eligible studies were enrolled, containing 858 HCC patients and 885 paired non — cancerous controls. circRNA sig-

curve (AUC) of 0.877 in identifying HCC from non — cancerous controls. Subgroup analysis showed that serum — based circRNA testing
achieved an AUC of 0.929 better than tissue — (AUC =0.859) and plasma — based analyses (AUC =0.724). circRNA testing yielded
the highest AUC of 0. 929 in discriminating HCC from healthy individuals, but a low AUC of 0. 730 in detecting chronic hepatitis and liver
cirrhosis; up — regulated circRNA signature showed a larger AUC than down — regulated circRNA profiling (AUC; 0. 863 vs 0.836) ; cir-
cRNA signature harbored higher efficacy in Asians than that in Africans (AUC:0.929 vs 0.854). Additionally, distinct diagnostic effica-
cy was also observed in the analyses based on different reference genes. Conclusion The results indicated that circRNA may be devel-
oped as additional biomarker(s) for HCC detection.

Key words CircRNA ;Hepatocellular carcinoma;Diagnosis ; Meta — analysis
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