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Expression and Significance of Notch2 and Its Target Protein in Peripheral Blood Mononuclear Cell of Patients with Exfoliation Syndrome
Cataract. Ding Lin,Wang Huiqin, Kai Diliyaalifu, et al. People’s Hospital of Xingjiang Uygur Autonomous Region, Xinjiang 830001 ,
China

Abstract Objective To investigate the expression and significance of Notch2 gene and its target protein, which in peripheral blood
mononuclear cell of patients with exfoliation syndrome cataract and healthy people. Methods There are 18 patients with exfoliation syn-
drome cataract and 18 healthy people. The expressions of Notch2 was studied with real — time fluorescent quantitative PCR in the peripher-
al blood mononuclear cell. Western blot was used to detect the expression of Notch2 protein in the peripheral blood mononuclear cell of 18
patients with exfoliation syndrome cataract and 18 normal subjects. Results The expression of Notch2 in peripheral blood mononuclear
cell of patients with exfoliation syndrome cataract was 0. 157 £0. 137, significantly higher than the normal population 0.035 +0.033, and
the difference was statistically significant (¢ =3.662,P <0.05). Western blot showed that the expression of Notch2 protein in patients
with exfoliation syndrome cataract were 0.785 £0.092, and in normal people were 0.304 +0.091. The expression of Notch2 protein in
exfoliation syndrome cataract patients was higher than in normal people. And the differences was statistical significance (¢ =15.795,P <
0.01). Conclusion The expression of Notch2 and its target protein in peripheral blood mononuclear cell of patients with exfoliation syn-
drome cataract was significantly higher than the normal people. Differential expression of Notch2 may positive regulation of Notch2 protein

in the development of exfoliation syndrome eye disease.
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