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Expression of IncRNA LINC01015 in Renal Cancer and Its Effect on Proliferation and Migration of Renal Cancer Cells. Lu Shuaiqi, Li Xi-
aohui, Hao Tongtong, et al. Department of Urology, Luoyang Central Hospital, Zhengzhou University, Henan 471009, China

Abstract Objective To detect the expression of long non — coding RNA (IncRNA) LINCO1015 in renal cell carcinoma and to
study the effect of LINCO1015 on proliferation and migration of renal cancer cells. Methods Real — time quantitative polymerase chain
reaction (qPCR) was used to detect the expression of LINCO1015 in 82 renal cell carcinoma and renal cancer cell lines. The Caki — 1
cells with the lowest expression of LINCO1015 were transfected, and the cells transfected with LINCO1015 plasmid were used as the experi-
mental group, and the cells transfected with the negative control plasmid were used as the control group. qPCR was used to detect the ex-
pression of LINCO1015 in transfected cells. MTT assay and Transwell migration assay were used to detect the effect of LINCO1015 on pro-
liferation and migration of renal cancer cells. The expression of F — box and WD repeat domain containing 7 (FBXW7) gene was detected
by qPCR and Western blot, respectively. Results The expression of LINCO1015 in renal cell carcinoma was lower than that in adjacent
tissues (P <0.01). The expression of LINCO1015 in renal cancer cells was lower than that in normal renal tubular epithelial cells (P <
0.01). The expression of LINCO1015 in Caki — 1 cells in the experimental group was significantly higher than that in the control group
(P <0.01). High expression of LINCO1015 significantly inhibited the proliferation of renal cancer cells (P <0.05) and migration ability
(P<0.01). High expression of LINCO1015 significantly up — regulated the expression of FBXW7 gene in renal cancer Caki — 1 cells
(P<0.01). Conclusion The expression of LINCO1015 was significantly decreased in renal cell carcinoma. High expression of
LINCO1015 significantly inhibited the proliferation and migration of renal cancer Caki — 1 cells. The molecular mechanism may be that
LINCO1015 up - regulates FBXW7 gene expression.
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