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Construction and Identification of shRNA Expression Vector Targeting MSTN Gene.  Wang Lijun, Niu Lixi. Institute of Biotechnology,
Key Laboratory of Chemical Biology and Molecular Engineering of Ministry of Education, Shanxi University, Shanxi 030006, China
Abstract Objective To construct a short hairpin RNA (shRNA) eukaryotic expression vector targeting the MSTN gene and to i-
dentify its inhibitory effect in mice. Methods The siRNA was designed based on the mRNA sequence of MSTN gene (NM_010834.3).
Three siRNAs which may have good interference effect were selected and shRNA was designed and synthesized, and the pSIREN -
MSTN - shRNA expression vector was constructed. The vector was delivered to mice by intramuscular injection, and the mRNA expression
and protein expression levels of MSTN in the muscle tissue of the mice were detected by real — time fluorescent quantitative PCR (qRT -
PCR) and Western blotting (WB). Results The sequencing analysis showed that the pSIREN — MSTN — shRNA expression vector was
successfully constructed. Three recombinant plasmids could significantly reduce the mRNA and protein levels of MSTN in muscle tissue.

The pSIREN — M819 expression vector had the best interference effect. Compared with the control group, MSTN mRNA expression de-

creased by 71% , and the protein level also decreased significantly. Conclusion The pSIREN — MSTN — shRNA expression vector was

successfully constructed and can effectively inhibit the expression of MSTN gene in mice.

Key words MSTN; RNA interference; qRT - PCR; Western blot
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