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Abstract Objective To investigate the expression of long non — coding RNA (IncRNA) SCGBI1B2P in renal cell carcinoma and
its mechanism of effect on proliferation and invasion of renal cell carcinoma. Methods The expression level of SCGB1B2P in 82 renal
cell carcinoma and renal cancer cell lines was detected by real — time quantitative PCR (qPCR). The OSG — RC -2 cells with the lowest
expression level of SCGBIB2P were transfected with plasmids expressing SCGBIB2P ( experimental group) or plasmids expressing non-
sense sequences ( control group) by liposome. The expression level of SCGBIB2P in each group was detected by qPCR. The proliferation
and invasion ability of renal cancer cells were detected by MTT assay and Matrigel invasion assay. The expression of SPRY2 gene was de-
tected by qPCR and Western blot, respectively. Results The expression level of SCGB1B2P in renal cell carcinoma was lower than that
in adjacent tissues (P <0.01). The expression level of SCGBIB2P in renal cancer cells was lower than that in normal renal tubular epi-
thelial cells (P <0.05). The expression level of SCGB1B2P in the OS — RC -2 cells of the experimental group was significantly higher
than that of the control group (P <0.01). Up - regulation of SCGBIB2P significantly inhibited the proliferation and invasion of renal
cancer cells (P <0.05). Up - regulation of SCGB1B2P significantly promoted the expression of SPRY2 gene in renal cell carcinoma OS -
RC -2 cells (P <0.01). Conclusion The expression of SCGB1B2P was significantly decreased in renal cell carcinoma. Up - regulation
of SCGB1B2P significantly inhibited the proliferation and invasion of renal cell carcinoma OS — RC -2 cells. The possible mechanism of
action was that SCGB1B2P could promote SPRY2 gene expression.
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