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Abstract Objective To assess the relationship between Interleukin — 10 (IL —10) gene —1082A/G polymorphism and the risk of
diabetic nephropathy (DN) via Meta — analysis. Methods The databases were searched for articles published since the establishment of
the library to June 2019. We chosed the case — control studies which were associated with —1082A/G and DN, and the quality of articles
were evaluated by Newcastle Ottawa scale (NOS) standard. We used incidence risk odds ratio (OR) and 95% confidence interval ( CI)
as the effect indicators by STATA12.0. Results Ten studies were eligible in this study, including 1759 diabetic nephropathy patients,
1525 diabetic mellitus ( DM) patients and 2209 healthy controls (HC). There was no significant difference in — 1082A/G gene polymor-
phism between diabetic nephropathy group and diabetic mellitus group (P >0.05). There was a significant correlation between - 1082A/
G polymorphism and DN in the homozygous model (GG vs AA; OR =0.577, P <0.05). The subgroup analysis showed that, in addition
to the heterozygous model, there was statistical difference in - 1082A/G gene polymorphism in other genetic models (G vs A: OR =
0.589, P=0.031; GG vs AA;: OR=0.349, P=0.000; GG vs GA + AA; OR=0.588, P=0.015; GG + GA vs AA: OR=0.629,P =
0.000). Conclusion The data suggested that the IL =10 gene — 1082A/G polymorphism could play a significant role in the develop-
ment of DN. G allele and GG genotype were the protective factors of DN in Asian population.
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CI1:0.566 ~1.030,P =0.077; Z&4& FHi% (GA vs
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DN vs DM 4l F R JERUN 77.9 0.004(RE) 0.806 0.379 ~1.714 0.576
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RE. BALN AR 5 FE. 5 E 200 AR s DN.OFE IR 1 9 5 DML PR s HC. i X 1

3. BURRBE S AT < S BR S AF A e ek LA A% S T ) B
FE, MU OR & 95% CI, 45 H 45 SR B HTAH ), 32
AN E R A E PR B (R 4) o ABEFENL ] Beg-

124 -

ger K B WEAT e Fe M o 43 BT, 45 5 R T 5 Mgt £ 45
Birp P ¥ >0.05, 378 %W TS AT AE A A 47



Bl 2020 4ET A H549 % 5T - 1t s -

Study
D OR (95% CI) Weight(%)
Babel (20064F) i—-*— 1.43 (0.62~3.30) 12.82
Chavarria (20194F) —:.—— 0.68 (0.28~1.64) 12.28
Erdogan (20114F) pa = i 0.12 (0.01~2.20) 259
Fathy (20184F) —.—g- 0.16 (0.04~0.70) 7.20
Ma (20164F) —~—§— 0.40 (0.22~0.73) 15.50
Mtiraoui (20094E) i = 1.23 (0.86~1.77) 18.16
Yin (20154F) - 0.42 (0.23~0.77) 15.44
ILARLT (20184F) —+§— 0.47 (0.27~0.82) 16.01
Kung (20104F) i (Excluded) 0
Overall (P=72.6%, P=0.001) <> 0.58 (0.35~0.95) 100.00

!
NOTE: Weighls are from random effects analysis !
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x4 FHRESHIOR(I5% CI)]

Tt A% B R DN vs DM DN vs HC
A FEPIRIZL 0.908(0.590 ~1.397)  0.653(0.411 ~1.035)
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ZeA TR 1.160(0.903 ~1.491)  0.849(0.579 ~1.245)
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