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CircRNA - ITCH Affects Proliferation and Invasion of Nasopharyngeal Carcinoma Cells by Inhibiting Wnt/ — catenin Signaling Pathway
through TET1 Gene. Chang Kunpeng, Wei Zhenxing, Li Fei, et al. Department of Otolaryngology Head and Neck Surgery, Luoyang Cen-
tral Hospital Affiliated to Zhengzhou University, Henan 471000, China

Abstract Objective To observe the expression of circRNA — ITCH in nasopharyngeal carcinoma tissues and cell lines, and to ex-
plore the effect and molecular mechanism of circRNA — ITCH on the proliferation and invasion of nasopharyngeal carcinoma cells. Meth-
ods qPCR was used to detect the expression of circRNA — ITCH in 49 nasopharyngeal carcinoma tissues and nasopharyngeal carcinoma
cell lines. Cell lines with the lowest circRNA — ITCH expression were selected and transfected with negative plasmids or plasmids that
over — expressed circRNA — ITCH, respectively, and defined as control and experimental groups. CCK -8 method and Transwell invasion
test were used to detect the effects of over — expressed circRNA — ITCH on cell proliferation and invasive ability. qPCR and Western blot-
ting were used to detect the effects of circRNA — ITCH overexpression on the expression of ten — eleven translocationl (TET1) gene and
Wnt/B - catenin signaling pathway. Results The expression level of circRNA — ITCH in nasopharyngeal carcinoma tissues was signifi-
cantly lower than that in adjacent tissues (P <0.01). The expression level of circRNA — ITCH in nasopharyngeal carcinoma cell lines was
significantly lower than that of human immortalized nasopharyngeal epithelial cells (P <0.05) , and the expression level in CNE - 27 cells
was the lowest (P <0.01). Compared with the control group, the proliferation ability of CNE —2Z cells in the circRNA — ITCH group was
significantly reduced (P <0.05), and the cell invasion capacity was significantly reduced (P <0.01). Compared with the control group,
the expression of TETI at the mRNA and protein levels in the cells of the circRNA — ITCH group were significantly increased (P <0.01),
Wntl, PLC, PKC, and B - catenin proteins expression were significantly reduced, and the Wnt/B — catenin signaling pathway was signifi-
cantly reduced. Conclusion circRNA - ITCH expression is reduced in nasopharyngeal carcinoma tissues and cell lines. Overexpression
of circRNA - ITCH can significantly inhibit the proliferation and invasion of nasopharyngeal carcinoma CNE —2Z cells. Its molecular
mechanism may be to promote the expression of TET1 gene and inhibit Wnt/ — catenin signaling pathway.
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