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Abstract Objective The circular RNA (circRNA) hsa_circ_0024707 has not been reported. To analyze the expression of circular
RNA (circRNA) hsa_cire_0024707 in breast cancer tissues and cell lines, and to explore the effect of circular RNA hsa_circ_0024707 on
the proliferation and invasion of breast cancer cells by regulating miR —448. Methods Real - time quantitative polymerase chain reaction
(qPCR) was used to detect the expression of hsa_circ_0024707 in breast cancer tissues and cell lines. The breast cancer cell line ex-
pressing lowest hsa_circ_0024707 was infected with empty lentivirus ( control group) and lentivirus carrying hsa_circ_0024707 ( experi-
mental group). CCK -8 assay and Transwell invasion assay were used to detect the effect of hsa_circ_0024707 overexpression on prolifer-
ation and invasion of breast cancer cell lines. Bioinformatics technology predicts downstream genes of hsa_circ_0024707. qPCR and West-
ern blot were used to detect the expression of downstream genes. Results The expression of hsa_circ_0024707 in breast cancer tissues
and adjacent tissues was 1.73 £0.46 and 4.53 £0.76 (P <0.05). Compared with immortalized mammary epithelial cells, hsa_circ_
0024707 was down — regulated in breast cancer cell lines (P <0.05) , and lowest in BT549 cells (P <0.01). Compared with the control
group, overexpression of hsa_circ_0024707 inhibited the proliferation of BT549 cells (P <0.05). The number of invasive cells in the
control group and the experimental group were 82.46 +8.49 and 38.34 +8.84, respectively (P <0.05). The hsa_circ_0024707 target
gene may be miR —448 and the miR — 448 target gene may be SPRY2. Compared with the control group, overexpression of hsa_circ_
0024707 resulted in down — regulation of miR — 448 expression in BT549 cells (P <0.01), up - regulation of SPRY2 expression (P <
0.01), and inhibition of Wnt/B - catenin signaling pathway. Conclusion hsa_circ_0024707 is lowly expressed in breast cancer tissues
and cell lines. hsa_circ_0024707 can inhibit the proliferation and invasion of breast cancer BT549 cells. The molecular mechanism may

be to down — regulate the expression of miR —448 , up - regulate the expression of SPRY2 protein and inhibition of activation of Wnt/ -
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