EEER AR 20214 1 H H50% 1 - 1E

ZENELZ /IS THADA EFE EHMEHR

MAEAE - FAE B £ LK o OR H

B E BB S5 ZEINELESE (polyeystic ovarian syndrome, PCOS) & ¥ #1 ¢ 1) THADA FE K, 2 PCOS #Y 17 1 7 B
TOE R AER, R HZURLE 2018 4F 4 H ~2019 4F 10 H AEHT 8RB RL R 55 — Mt s 12 B i B 12 s 22 K A0 1Y 166 11 {8 R
L MR ]I [ B 9 3B 1148 R0 A B Bl 22 o0 19 166 4 PCOS 112 FR & &2 0, iMLDR 4% AR A% I PCOS 415 % 20 L M ) THADA
FWW 3 AL B 0E Hardy — Weinberg 3945 - 78 8 43 B AG I 14 36 R B0 TGARER M H Y° K6 38 BB IR R Logistic 113 43 1 2 81
A2 5 PCOS YA R HoAl PCOS HH 2 I R A5 A5 9 SC 15 5 SR ) SHESsis B 40 7 3 A4 3 IR 4% 057 45, 18] J2 75 77 78 14 Bl AS S 187 LA K £ (A
5 PCOS MBS KIett, &R WAL B 0 10 B AF A s L 2 P e . A 41N L AX THADA JE B 1512468394 | 1513429458 |
157563201 3X 3 M7 &5 PCOS [E¥ITCRIE (P >0.05) , #E— 25 43 Hr I PR 46 45 5 2% K AH 5C o , PCOS 41 A1 M — % (estrodiol , E, ) 7
THADA &K 1512468394 fii 5i CCLAC . AA 3 MR B E 2 R A ST E L (P <0.05), &ik THADA K 1512468394
1513429458 157563201 {7 5 [ 2L R 2 1 5 38 Kk 55 &Pk PCOS 5 @ 66 | 1B 1512468394 37 £ 58 AE Al G 5 PCOS i % 1 £ K F
ESiR P

k483 PCOS THADA FERZ LM

FESES  RTL XEAARIZES A DOI 10.11969/j. issn. 1673-548X.2021.01. 023

Polycystic Ovary Syndrome and THADA Gene Polymorphism.
Hospital of Xinjiang Medical University, Xinjiang 830054, China

Paziliya « Yasheng , Yao Hua,Zhan Qiong,et al. The Firsi Affiliated

Abstract Objective To analyze the THADA genes associated with the onset of polycystic ovarian syndrome (PCOS) and lay a sci-
entific foundation for the early prevention of PCOS. Methods Consecutive blood samples were collected from 166 healthy women under-
going pregnancy check — ups in a gynecological outpatient department of a tertiary hospital from April 2018 to October 2019, and 166 P-
COS - confirmed patients with gynecological outpatient and reproductive fertility centers in the same hospital. The 3 loci of THADA gene
in PCOS group and control group females were analyzed by Hardy — Weinberg genetic equilibrium law to determine whether the genotypes
were representative. x* test and univariate Logistic regression was used to analysis the association of genetic variation with PCOS and other
PCOS - related clinical indicators. SHEsis software was used to analyze whether there was linkage disequilibrium between the three gene
points and the association between haplotype and PCOS risk. Results The distribution of genotypes in both groups complied with the law
of genetic balance. After comparing the three sites of THADA genes rs12468394 , rs13429458 , and rs7563201 with PCOS, there was no
correlation between them (P >0.05), and further analysis of clinical indicators and gene correlation. The estradiol (E,) in the PCOS
group had significant differences in rs12468394 loci between CC, AC and AA genotypes (P <0.05). Conclusion The THADA gene
rs12468394 | rs13429458 and rs7563201 gene polymorphisms have nothing to do with the susceptibility to PCOS in Urumqi women, but
the rs12468394 mutation may be related to hormone disorders in PCOS patients.

Key words PCOS; THADA; Gene polymorphism

Z O 25 5 1F (polycystic ovarian syndrome , P-
COS) & — Pl iy BE Wi AT 049 P9 20 I 5 s LI ) 5 i , £
ARG A2 LR 2B s A AR A K F
SEESHERT Y IRGETE, 2Bk 18 ~ 44 B L P-
COS M RHERN 5% ~20% , H B LI,

REWH. PEESYSIEKRE RO LT ERBIA
(17020500719

YEE B 830054 25 R TF , 5 et S B 2% 55 — B RS 22 e

TWIRAER B, FAEEIT, BT 548 1621097240@ qq. com

V2 WL R R 5 PCOS W R A U1 R AR,
221t 2 W] PCOS 1) 4= 3 A 21 A1 6 7% F 5% ( genome —
wide association studies, GWAS) X ¥ T 11 4~ PCOS ¥
Gy AL 355 17 A BT R 2 5 1% (single nucleotide
polymorphism , SNP) " | Ho v 4 5 B bR AR AR 788 A G &
1 THADA 2K

HUR BRI R F 22 5 ag A, 2 HOIR IR 2 g
e T RS, THADA it 76 B b IR BE R |
B R B BT R BRI SR AR N A E R
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KA HUR IR AR G B, S RE AU ALA G, B
FERW]  THADA J A 7] B8 i o 8 /1 B8 & 7 A I3 fin
JIE Pk 5 ek B i) PCOS 9 UG 7 (R i U1 I
R ze 4w W], R A BF 52 15 653 BT T RS PCOS
KM THADA K Z 251, 2 PCOS /Y12 Wi #l
o DR 2 AE S S AR, A o S BB PCOS 1Y 45 it 5 5
FEAil
M5 7%

LR R ERE SRR 2 H
W fE W8 2018 AR 4 1 ~2019 4R 10 78 8 B R
R 27 o — B e B e T R 192 Al 22 4G A 0 4 T 5 22
Lok 166 AN [R) 19 R B A= A Bl 2 o (9 PCOS B2
A 166 {9l PR TR K 42 bR A, I iMLDR R K2
I THADA &[N 2254k . P 4 4o Pk 4F i 4% 1 76 20 ~
35 % H O 2 & J R 2 45, JOF HEBR & T B IR 55
NI A IA BB & IF I 2,

2. W TR FEASE LU O | (1) 8 s
T3 e ) 19 7 2SR 1 A L e S 6 2 A I 45 A < BT 1
B ZE (anti - Miillerian hormone , AMH ) IR R
(follicle — stimulating hormone, FSH ) | ¥ 1K 4= i &
( Luteinizing hormone , LH) Mt — ¥ ( estrodiol , E, ) | %5
Eﬁ[ﬂlﬂ@%(f&sting plasma glucose, FPG) | [A] 780 2 Bk = iR
(homocysteine , Hey) . (2) PHZH & P78 # B 25 IR 25
R R OE T KR 4m] i, F 4 1 B 4] DNA
Pt 4 BORR & [ RARA RN (dEs0) AIRA A B
O FERY ]S H DNA I FLE R 2066 B T AT e i
Rl DNA ¥ 3, AR AH OC SCHik L K ) H 1 bR Hap-
Map %45 P v i) v [ CHE B X 4 SNPs B A B A5 5
(CHB) , #kk 55 PCOS AHEHI THADA JE P 3 A7 A%,
205 A rs12468394 | rs13429458 K 157563201, #R %

HAr it 519 ( B4 T AW TR A R A i
fik, % 1) AT 2 E PCR M, RAMRZE &R
% 3% W8 [2 W (improve multiplex ligasedetection reac-
tion , iMLDR ) HZ A 7 B [K B4

*£1 PCR3I#WEF

(A= JF3(5'—>3")

rs12468394 F GACCAGCCCATGAGGGATTTG

R TCCCTAGGGGGTCTGTGGCTAA
rs13429458 F TCCAAATGAATGCACAATGGAGA

R CCGTGCTTCTGAACAAAGATACCA
rs7563201 F CCATCTCTTCCCCTCATCAGCAC

R GCCATCCCAGTGGCCTCA

3. G532 07 e R SPSS 22. 0 4t it cF A RN
SHEsis FAF X B4 o847 48 43 Mt , T 4 BiF 58 % % 1F
173 A L 5 B Hardy — Weinberg 5t 15 S 7 #: 56
PCOSZH A1 1 21 K& PR 75 R0 45 37 35 PR 480 3% 119 A%+ 441 [
PR x° K56, 1850 Logistic 1171 467 4 5 24 5 DR 2
3 A B A5 A B PRI R 1 SC R B B L B S B R R
2200 25 L BT BF T 1 PCOS M 56 I B 45 b 5 4H 56
BE P A 22 Fh S R A

& ®

1. THADA 3£ [H {57 55 B9 Hardy — Weinberg i 15 %
MR g . 28 Hardy — Weinberg 19 A% - 1R 56 s,
THADA J [R] (1% 35 PR 38U 55 % o3 A ¥4 75 6 P i e 1 (P
¥1>0.05) , 1 5, Ik 47 55 3848 AR i 72 A BE R i f5e
S L A (MAF) =5% , B 4R AR IR BF 58 R
AR B — A ERE PR O I R AR B A AR SR
PELEWLE 2,

% 2 Hardy — Weinberg i& f& &M 18

(8= ekl SRR AR TS A X P AL S
rs12468394 AA 29 30.120 0.085 0.770 A 0.301
AC 142 139.759 C 0.699

CC 161 162.121
rs13429458 CC 10 9.615 0.022 0.881 C 0.170
CA 93 93.770 0.830

AA 229 228.615
rs7563201 AA 29 29.521 0.019 0.891 A 0.298
AG 140 138.958 G 0.702

GG 163 163.521

2. THADA & R 48- 35 [R5 R &5 {7 45 DR300 2 64 40 A
o3 . 40 BT PCOS 20 RNt BE 21 45 45 o i) 35k TR 280 % 6 X
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S 20

2021 4E 1 H %H50%: 1y

BB

6, THADA FE [R5 67 s i 2k DR 280 A1 28 o7 56 ] 78 6 401
TP ZERTLRITFEL(P>0.05), XA
N FEE WA HE Logistic 815 438, & B4

HOR {HAY 95% CI ¥4 & 1, ¥ A BETA N A [R] 45 {v Jik
K& PCOS MG N & 1EILEE 3,

£3 PCOSAMMBAGNAERNEREMERNMERNSHHNER (n(%)]
7 5 PCOS # X AL OR(95% CI) X P
112468394 1.067 0.587
AA 13(7.83) 16(9.64)
AC 68(40.96) 74(44.58)
cC 85(51.20) 76(45.78)
A 94(28.31) 106(31.93) 1.188(0.852 ~1.655) 1.030 0.310
C 238(71.69) 226(68.07)
1513429458 0.136 0.934
cC 5(3.01) 5(3.01)
CA 45(27.11) 48(28.92)
AA 116(69.88) 113(68.07)
C 55(16.57) 58(17.47) 1.066(0.711 ~1.598) 0.096 0.757
A 277(83.43) 274(82.53)
157563201 1.191 0.551
AA 12(7.23) 17(10.24)
AG 69(41.57) 71(42.77)
GG 85(51.20) 78(46.99)
A 93(28.01) 105(31.63) 1.189(0.852 ~1.658) 1.036 0.309
G 239(71.99) 227(68.37)

3. THADA K& DA 7E AN [ 35t £% A6 80 vh i A 58 742 55
PCOS 5 &N 53 B7 « i — 20 ¥y gt 5 780 53 #f THADA %&
HZEPES PCOS Z) Bk #47 CHK 43, THADA 2
3L SRR R P 3R, 22 S G2
B TEWR 4,

4.3 DIEFAN 285 G IRIE bR Z [ K R .
X2 A Ve HEAT THADA 3 R 45 7 5 5 11 IR 48 41 2
8] 1 B 40 M7, & B PCOS 41 E, 1 1512468394
B CC L AC AA 3 DRI LR 22 A G2 2
X (P<0.05), % M2 E, /£ THADA X
rs13429458 i p5 AA [CA ,CC 3 A4~ FL K U [a] Hb 45 22 53
B2 E L (P<0.05) ,FEES ~ %7,

5.3 A FEH A 8 B F- 5 53 BT >k SHEsis
Ao Hr THADA BE[H 3 A7 6 9 3% BAS F- 4, 42
EL,M D >0.8 Ml P >0.33 BT BT B B9 WAL
HERURS- A, DE AN T T L, U6
B Wb aE B an e 8 FIIA 1 B 7R, THADA JE [
rs12468394 1V 155 rs13429458 i f5 . rs12468394 {if i
5 187563201 v i, rs13429458 {if 5 5 1s7563201 fif
MY EA BRI EY A (D' =0.85), £T k
AR ) e B R AR A B AR AL RS > 0. 03 1Y 2% 1 I

THADA % (X Block TIJE i 3 804 80, 28 43 #r,
THADA £ K (45 A5 R L S PCOS & A KBS o WL %%
P B F B (P >0.05,95% CL A& 1), FEIW
%9,
it it

PCOS I K I8 UL I B Ko 9 43 i B 9 , I
AESk AR K HE PCOS M CHEFE XS T PCOS MYi23A 1.
PEASH T R TTER  (H PCOS 1 & 2k R 7E 11 B35 N
PR B AE b T a3 L rp 45 [ 4 0 & I8 0 2tk
PCOS KA RN 5% ~20% ', Tk E & # M &tk p-
COS BHERNS. 6%, HIL,PCOS MY 7T IR J2:
W K AR AR R, HETSCT PCOS 1Y &
A HLA R 58 4 i B, R I 9T R R, PCOS 1 &
AR R L AR EE 5 4G 5T & DA R sk
EHE BENREZHNRER REMSR, B AL
PRI SRR

THADA DA, o Bk HHOBR A A 88 AH DG B8 1, 6 T 2
YA 2p21, IR E T HR AR . THADA
14 35 1% 728 S5 W] e A% B o T AR TS B FE G I AE
SN S FARPT ., L, THADA 3% [H 28 5 /] B3
B 2 HE B I PCOS KU, T B GWAS B 5%
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*4 AEREPPCOSHEWNBAZERSEMMNXBEEDI (%) ]
A7 25, g AL LR PCOS £ Xif e 21 OR(95% CI) P
1512468394 AH i A5 7Y
cC 85(51.20) 76(45.78) 1(ref)
AC 68(40.96) 74(44.58) 0.822(0.523 ~1.291) 0.394
AA 13(7.83) 16(9.64) 0.726(0.328 ~1.608) 0.431
. P 4SS A
cC 85(51.20) 76(45.78) 1 (ref)
AC + AA 81(78.80) 90(54.22) 0.805(0.523 ~1.238) 0.323
Bt A5
CC +AC 153(92.17) 150(90.36) 1( ref)
AA 13(7.83) 16(9.64) 0.797(0.370 ~1.713) 0.560
rs13429458 AH A5 7Y
AA 116(69.88) 113(68.07) 1( ref)
CA 45(27.11) 48(28.92) 0.913(0.564 ~1.479) 0.712
cC 5(3.01) 5(3.01) 0.974(0.275 ~3.456) 0.968
. P A
AA 116(69.88) 113(68.07) 1(ref)
CC +CA 50(30.12) 53(31.93) 0.919(0.577 ~1.463) 0.722
e 455 0
AA +CA 161(96.99) 161(96.99) 1 (ref)
cC 5(3.01) 5(3.01) 1.000(0.284 ~3.521) 1.000
157563201 AF AR 7Y
GG 85(51.20) 78(46.99) 1 (ref)
AG 69(41.57) 71(42.77) 0.892(0.568 ~1.401) 0.619
AA 12(7.23) 17(10.24) 0.648(0.291 ~1.442) 0.288
PR
GG 85(51.20) 78(46.99) 1( ref)
AA +AG 81(48.80) 88(53.01) 0.845(0.549 ~1.299) 0.442
b 455 75
GG + AG 154(92.77) 149(89.76) 1 ref)
AA 12(7.23) 17(10.24) 0.683(0.315 ~1.479) 0.333
&5 THADA E[FA rs12468394 i Z £ HEE 5 PCOS HEXEZESHMH[M(Q,,Q,) ]

41571 ES cC AC AA F/? P
PCOS 4 AMH 6.348(5.625,7.251) 7.013(5.970,8.056) 5.477(4.408 ,6.546) 0.995 0.372
it B8 4 AMH 4.719(4.120,5.317) 4.578(4.091,5.065) 4.357(3.429,5.285) 0.182 0.834
PCOS 4 FSH 5.986(5.154,6.819) 5.697(5.121,6.272) 5.390(3.789,6.991) 0.275 0.760
xof e 4 FSH 5.959(4.661,7.258) 5.438(5.099,5.777) 5.454(4.891,6.017) 0.347 0.707
PCOS 4 LH 6.301(5.134,7.467) 20.231(2.803,37.658) 5.779(4.016,7.541) 1.833 0.163
xof e 4 LH 5.438(4.702,6.607) 4.830(4.167,5.492) 5.233(3.973,6.493) 1.047 0.353
PCOS 4 E, 230.754(172.343,228.291) 176.130(165.335,263.018)  146.421(88.860,203.982) 3.067 0.049
xof e 4 E, 180.402(159.687,191.617) 184.010(159.507,203.081) 193.961(142.132,3126.040)  0.140 0.869
PCOS 41 LH/FSH 1.287(1.056,1.518) 3.243(0.755,5.731) 1.284(0.763,1.805) 1.743 0.178
xof e 4 LH/FSH 1.053(0.877,1.229) 0.878(0.764,0.991) 0.930(0.727,1.132) 1.488 0.229
PCOS 4 FPG 4.998(4.741,5.255) 4.980(4.881,5.080) 4.937(4.849,5.024) 0.029 0.972
X e 4 FPG 4.959(4.828,5.090) 4.826(4.704,4.949) 4.969(4.738,5.200) 1.268 0.284
PCOS 4 Hey 9.065(8.667,9.462) 9.720(9.014,10.426) 0.325(9.065,11.704) 2.440 0.090
X e 4 Hey 9.410(9.069,9.750) 9.374(8.920,9.829) 9.029(8.577,9.480) 0.349 0.706
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BRI 2021 4E1 A HS0% 1 - 1t s -
%* 6 THADA E[H rs13429548 (i S S EFAE 5 PCOS HEXBEEHH[M(Q,,0Q,) ]
41531 % cC AC AA F/* P
PCOS 41 AMH 6.524(5.815,7.232) 6.716(5.534,7.899) 7.270(0.621,13.919) 0.115 0.892
X B 41 AMH 4.532(4.051,5.012) 4.831(4.367,5.294) 4.634(2.091,7.177) 0.279 0.757
PCOS 41 FSH 5.767(5.144,6.390) 5.816(4.993,6.639) 7.112(2.216,12.009) 0.413 0.662
Xt 18 21 FSH 5.826(4.948,6.703) 5.339(4.877,5.802) 5.602(5.136,6.068) 0.250 0.779
PCOS 4 LH 14.577(4.372,24.783) 5.596(4.369,6.823) 8.712(0.131,17.555) 0.613 0.543
Xt B8 41 LH 5.567(4.868,6.267) 4.781(3.996,5.566) 2.450(0.793,5.693) 2.556 0.081
PCOS 4 E, 214.581(175.635,234.806) 168.986(142.511,243.721) 199.728(34.188,365.268) 1.298 0.276
X iR 2 E, 176.463(161.028,185.508) 188.132(160.074,231.232) 292.020(26.497,557.563) 3.858 0.023
PCOS 41 LH/FSH 2.514(1.055,3.972) 1.034(0.823,1.246) 1.696(0.093,3.484) 0.804 0.449
Xt B2l LH/FSH 1.013(0.888,1.138) 0.898(0.751,1.045) 0.451(0.156,1.047) 2.312 0.102
PCOS 41 FPG 5.028(4.835,5.221) 4.893(4.811,4.976) 4.840(4.840,4.840) 0.438 0.646
Xt 8 21 FPG 4.910(4.805,5.014) 4.881(4.727,5.034) 4.898(4.737,5.059) 0.048 0.954
PCOS 41 Hey 9.268(8.922,9.614) 9.788(8.763,10.814) 10.022(7.624,12.420) 0.922 0.400
Xt B2 Hey 9.355(9.102,9.607) 9.360(8.684,10.036) 9.390(9.390,9.390) 0.001 0.999
%7 THADA E A rs7563201 i M & HE B 5 PCOS HXBEHEAH[M(Q,,0,) ]
45 R %= cC AC AA F/® P
PCOS 41 AMH 6.441(5.630,7.252) 6.706(5.733,7.678) 7.096(4.411,9.781) 0.191 0.826
X B 21 AMH 4.735(4.147,5.323) 4.543(4.044,5.041) 4.427(3.548,5.307) 0.193 0.825
PCOS #H FSH 6.091(5.255,6.927) 5.444(4.892,5.996) 6.076(4.350,7.801) 0.803 0.450
X 20 FSH 5.845(4.574,7.115) 5.545(5.205,5.884) 5.472(4.945,5.999) 0.130 0.878
PCOS 41 LH 6.331(5.166,7.495) 19.872(2.696,37.049) 6.422(3.365,9.478) 1.717 0.183
Xt BR 4 LH 5.592(4.656,6.529) 4.848(4.170,5.526) 5.320(4.128,6.512) 0.848 0.430
PCOS 4 E, 223.823(167.264,228.404) 182.457(168.765,260.181) 156.658(91.900,221.513) 1.772 0.176
xf HE 21 E, 181.159(161.211,191.850) 183.197(157.441,203.291) 193.728(145.405,308.170) 0.124 0.883
PCOS 41 LH/FSH 1.281(1.050,1.513) 3.249(0.798,5.699) 1.129(0.725,1.532) 1.808 0.167
X B2 LH/FSH 1.048(0.876,1.220) 0.874(0.757,0.991) 0.944(0.752,1.135) 1.432 0.242
PCOS 41 FPG 4.885(4.784,4.985) 5.125(4.820,5.431) 4.902(4.827,4.977) 1.463 0.235
X HE 21 FPG 4.943(4.813,5.073) 4.840(4.715,4.966) 4.960(4.746,5.173) 0.775 0.462
PCOS 4 Hey 9.095(8.705,9.484) 9.699(8.997,10.400) 10.285(8.702,11.867) 2.059 0.131
X B2 Hey 9.408(0.166,9.076) 9.393(0.236,8.923) 8.977(0.233,8.483) 0.489 0.614
®8 PCOS AMXIRE THADA EE B H M4 | \ \ [
13 55 525 0 S 1 2 g g = Z g
SNP rs12468394 rs13429458 rs7563201 g § é % § E,
1312468394 - 0.395 0.805 i i = = i A
rs13429458 0.911 - 0.388
1 2 3 1 2 3
rs7563201 0.904 0.897 -

C-UETHN DU AL S

45 B oK THADA JE [H rs12468394 | rs13429458
rs12478601 5% 4t PCOS KA %, BE —
MR ZW R — UL T 113429458 5 PCOS Ay &
2 E AT B SE BRI P rs12468394
23 T IIF (B4R rs13429458 1512478601 I 05k .
Louwers %[16] 31T B Meta 73 ¥r @ 7N, 1512468394 |
rs12478601 i j5 5 PCOS 5 & A — & M £ &,
1513429458 52T K, HTRZMRE /A —2, K
HWASHFFE W43 1 THADA &R rs12468394  1s13429458

1 THADA EESHMHSM A EH N FEHRE
EMA DR, AMA R

Je rs7563201 7 5  H LA L 3 N7 5 AEPCOS AT XS B 21

YRR, Z R G2 E X (P >0.05) , % H ik

TPk — 2L b7 78 3 P AL 2 H 55 PCOS Y ¢

et 15 R & BLSNP A o519 8 35 25 S 1k, TR R A5 1
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R9 THADA EFRMEMBEEIE PCOS ANMMBAFHAEH (%) ]

A AR PCOS 41 Xif X P OR(95% CI)
AAA 37.33(11.24) 43.16(13.00) 0.418 0.518 0.857(0.536 ~1.369)
ACA 48.50(14.61) 55.71(16.78) 0.513 0.474 0.857(0.563 ~1.307)
CAG 227.39(68.49) 217.57(65.53) 1.120 0.290 1.204(0.854 ~1.698)

THADA JEP £ 254 & PCOS MY A & s 47 I &
M5, 19 EaRZE IR 1) T BE SR R 2 X 2437 5 5 PCOS
RA B AEAE A E R A IR 5T T REA St A 18
Z  FEOLK B SR E 5 ;B A 7T BB X 2 kY
15 PCOS KA A,

REAE B R AL — RAIHFGE R BT, THADA £ 5 i
FREAT LH T 43 W R % U1, % PCOS I R4 5 1 2l
ARG —E WS, HL 5 00 A 2 e s i AT T
WA B 5% #F — 4 THADA 3 [ rs12468394
rs13429458 (157563201 3% 3 A~ 5 F A [i] 3 PR 1R 43
BT 20 2o P I DR R DN 48 bR ) 22 F, 7E PCOS 4
1512468394 i fi 4% A T 2274 CA #K E, KL T B
ARG F CCR, HESYWARITHE XL (P <
0.05) , 1M XF FEZH v W A S5, 43 B Dt B AT g A2 i
PR RAA VRS G - TR - 59 5 H7
Uige, fit E, 7KV BEAR, B 2 KDL GE 75 23k — 5
38T .

ABF A BAT — 2 W R BR M, A B 5 S B b0 F
5%, HFEA B0 20, T fig 30 A8 3 Y s % O 4, 1T L
TE 43 BT RH O 35 PR AL 55 5 DG 1B I 4 81 ] i PR 48 R
Ry PR G , F BOX AL B SR R AT BE R A AR AN R
T | S B i ey o PR O 28 5 K TR IR 2 A 1 v, 58
SERBETT, 4 FERE A B, X PCOS A 26 R & K AL il 1E
froiam WA,

% ik

| OECH, A, WG, % SRR A TR E A A Sk
S FFIR IR0 MG BLAR B JEHEJE (1), PR3k, 2019, 25
(19) : 3756 -3760, 3766

2 Jing Z, Yang L, Yu J, et al. Efficacy of acupuncture on menstrual
frequency in women with polycystic ovary syndrome: protocol for a
randomized, controlled trial [ J]. Medicine, 2017, 96(47) : 8828

3 Krysiak R, Okopien B, Gdula - Dymek A, et al. Update on the man-
agement of polycystic ovary syndrome [ J]. Pharmacol Rep, 2006, 58
(5): 614 -625

4 Lizneva D, Suturina L, Walker W, et al. Criteria, prevalence, and
phenotypes of polycystic ovary syndrome [ J]. Fertil Steril, 2016,
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