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Abstract

Objective To investigate the distribution of alcohol metabolism genotypes in three ethnic groups in Yunnan province and

their relationship with drinking behavior. Methods From November 2016 to July 2019, three ethnic groups of Hani, Yi and Han in Yun-

nan Province were selected by multistage sampling method for questionnaire survey, and 5ml venous blood was draw for gene detection to
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explore the genotype distribution. Results There was statistically significance in the frequency distribution of ADH2and ALDH2genotypes
among Hani, Yi and Han ethnic groups( P <0.05). The proportion of ADH2 * 1/ * 2 genotype in Hani drinkers was higher than that in
non — drinkers. ALDH2 # 1/ * 1 genotype was predominant in both Yi and Han drinkers. Alcohol Use Disorders Identification showed that
the proportion of ALDH2 * 1/ # 1genotype in harmfuldrinkers was higher than that of non harmful drinkers. Individuals with the ALDH2 *
1/ %2 genotype flushed more frequently after drinking. Conclusion  There are significant differences in genotypes distribution of ADH2
and ALDH2 among different ethnic groups in Yunnan Province. Individuals carrying the ALDH2 * 1 allele tend to develop harmful alcohol

consumption, which needsto be controlled. Individuals with ALDH2 * 1/ * 2 genotypetend to flush after drinking, and scientific prevention

and intervention measures can be established on this basis.
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