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Association between TM6SF2 rs58542926 T/C Gene Polymorphism and Significant Liver Fibrosis: A Meta — analysis. ~ Me:i Tingting, Tang
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Abstract Objective To further explore the association between Transmembrane 6 superfamily member 2 ( TM6SF2) 1rs58542926
T/C gene polymorphism and hepatic fibrosis. Methods In this study, the MEDLINE, PubMed, EMBASE, and CENTRAL databases
were queried from inception to September, 2020. According to inclusion and exclusion criteria, case — control studies assessing the rela-
tionship between TM6SF2 rs58542926 T/C gene polymorphism and significant liver fibrosis were selected. NOS scale was used to evaluate
the included literature. Stata 12.0 software was used for data analysis. Results In this meta — analysis,a total of 7 articles were includ-
ed. Statistical analysis showed that the TM6SF2 gene polymorphism was associated with significant liver fibrosis (T vs C, OR =1.292,
95% CI:1.035 -1.611, P =0.023; TT vs CT + CC, OR =2.829, 95% CI:1.101 -7.267, P =0.031). No significant publication bias

was found after Egger’s test. Conclusion The present findings suggest that TM6SF2 E167K gene polymorphism may be associated with

susceptibility to significant hepatic fibrosis. T allele and TT genotype may be the susceptibility factors of significant hepatic fibrosis.
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