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Abstract Objective To analyze the clinical distribution, drug resistance and virulence factorsof Klebsiella pneumoniae isolated
from sterile body fluids ( SBF — KP). Methods The 83 strains of Klebsiella pneumoniae were isolated from sterile body fluids. The
strains were identified by MALDI — TOF, and antimicrobial susceptibility testing was carried out by Vitek —2 compact. The HM phenotype
of Klebsiella pneumoniae was determined by string test. The capsular serotypes and virulence genes of Klebsiella pneumoniae were ana-
lyzed by PCR and sequence alignment. Results The detection rate of Klebsiella pneumoniae isolated from pus was the highest, and the
next was ascites, accounting for 47.0% and 21.7% , respectively. The drug resistance rates of SBF — KP to compoundsulfamethoxazole,
aztreonam, ciprofloxacin, ceftazidime, levofloxacin and ticarcillin/clavulanic acid were relatively high, all of which were more than 20% ;
SBF - KP still maintained high activity against tigecycline, amikacin and hydrocarbon enzytenes. The K1 and K2 were dominant among
the capsular serotypes of SBF — KP, and the positive rates were 39.8% and 13.3% , respectively. The positive rate of the HM phenotype
of SBF — KP was 57.9% (48/83) , and most of the hypermucoviscous SBF — KP strains belonged to K1(45.8% , 22/48) or K2(18.8% ,
9/48) capsular serotypes. The detection rates of entB, fimH, uge, wabG, ureA, ycf, were higher in virulence genes, all above 98.0% .
There wasa significant difference in the detection rate of HM phenotype, rmpA, aerobactin and kfuB between SBF — KP isolated from pus
and other aseptic body fluids(P <0.05). Conclusion SBF - KP showed varying degrees of drug resistance to antimicrobial agents, and
the strains still maintained high activity against tigecycline, amikacin and hydrocarbon enzytenes. The strains carried a variety of virulence
genes, and K1/K2 capsular serotypes were the predominant serotypes. It suggests that we should further strengthen the monitoring of drug
resistance and rationally select antibiotics in combination with drug sensitivity in order to improve the efficacy and reduce the spread and
prevalence of hypervirulent and resistant strains.
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