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Medicine, Kunming Medical University, Yunnan 650000, China

Abstract Objective To investigate the distribution of CYP11B2 gene —344C/T polymorphism in Yi population of Yunnan Prov-
ince, explore the ethnic specificity. Methods Totally 286 cases of cross — blood DNA from Yi population in Shuanghe Township, Jinning
County, Yunnan Province were collected, and PCR — RFLP was used to specifically expand the target fragments. The fragments of differ-
ent length were generated after digestion with endonuclease Hae Ill. Genotypes and allele frequencies were calculated and compared with
other populations. Results In Yi minority, CYP11B2 ( - 344C/T) genotype frequencies for the TT, CT and CC were 59. 79% ,
33.92% , 6.29% , and the allele frequencies of T/C were 76.75% , 23.25% respectively. Except Han population and Korean, significant
differences in the distribution of CYP11B2 ( - 344C/T) genotypes and the allele frequencies were observed between the people in Yi pop-
ulation and other different minorities or countries (P <0.05). Conclusion The CYP11B2 ( —344C/T) polymorphism has national and

racial differences.
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