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VO e B, RNA A AL AT UL TR PR P 0 R 30

PR . Kjaer 55 7VHESE K B, 08 PR B R B SR AL A
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RNA #4215 & 2 BUBE R K fG B B % . Cejvanovic
2 2V 1 Xk 3567 5 PF 2 AHE R BT If R A 2 IR, B4
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e E 2 HUME PR & A2 5 & R B 2 % . Kloppen-
borg %22 BE 5 % B, 7 W T 2 40 A0 AE Bk L SR
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AR FEM R A bR R, fE 2 BUBE IR AR I 4 O K RE
(T R B A T A RAF N T . RNA 5 %
KREY IR 8 - oxoG [ 7K F 5 B I PEE K .
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W PR I A8 I & RE G TR 2 W i S Atk FR 8 = oxoG E
VR bR A VR R R O AH S — B G T 3 v
(LC - MS/MS) ¥, HF LC - MS/MS X i & 1 5
ARNRER R 8 — oxoG B9 W i Kz Il PR R FH %2 FR
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oxoG 6K J Ay 2 U PR Il 45 I & E B 45 Y Al 5
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RNA 7] BBJZ 5 & 2 AUBE IR & A 1 fa I I &
Z— AR H AT RNA AL 20 i o i K 3% o 14 52 i
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NGRS R R R SR TR
P g A% 78 BN 4 i W it ok A2 3 SR R 8 — oxoG YT
i, ZE# K I RNA AL T+ 0L T 2 AUBE PR 9% 1,
PE— 2 8 — oxoGTP T il INS — 1 21 ity A5 71 & 31,
RNA AL 300 AT 401 INS — 1 48 J 5 58 (B i ok &
), 0T RNA 465 2 BB IR B9 & 2 R R %,
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