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Expression of LncRNA ZEB2 - AS1 in Non - small Cell Lung Cancer and its Relationships with Clinicopathological Features and Prognosis.
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Chinese People's Liberation Army, Gansu 730050, China

Abstract Objective To investigate the expression of long non — coding ribonucleic acid (IncRNA) zinc finger E — box binding ho-
meobox protein 2 — AS1 (IncRNA ZEB2 - AS1) in non — small cell lung cancer, and to analyze its relationships with clinicopathological
characteristics and prognosis. Methods A total of 129 patients with NSCLC who underwent surgical treatment in our hospital from Janu-
ary 2013 to March 2018 were selected as the research objects. The NSCLC tissues and adjacent normal lung tissues were detected for the
expression levels of IncRNA ZEB2 — AS1 by the real — time fluorescence quantitative polymerase chain reaction (qRT — PCR). The clini-
copathological data of the patients were collected to analyze the relationship between the clinicopathological characteristics of the patients
and IncRNA ZEB2 - AS1. Prognosis of patients with NSCLC were followed — up. The relationship between the expression of IncRNA ZEB2 -
AS1 with the prognosis of patients was analyzed by Kaplan — Meier method. COX proportional hazard model was used to analyze the prog-
nostic factors of NSCLC patients. Results The expression level of IncRNA ZEB2 — AS1 was significantly up — regulated in NSCLC tissues
compared with matched adjacent lung tissues (P <0.001). The expression level of IncRNA ZEB2 — AS1 was significantly correlated with
lymph node metastasis, tumor differentiation and TNM stage in patients with NSCLC cancer (P <0.05). The overall survival of the pa-
tients in the high expression group of IncRNA ZEB2 - AS1 was significantly lower than that in the low expression group (34.5% vs
70.2% , P =0.013). COX multivariate analysis showed that lymph node metastasis, tumor differentiation, TNM stage and IncRNA ZEB2 -
ASlexpression were independent risk factors affecting the prognosis of NSCLC patients (P <0.05). Conclusion LncRNA ZEB2 -
AS1 is significantly increased in NSCLC tissues, and is correlated with lymph node metastasis, tumor differentiation and TNM stage, and
is an independent risk factor affecting the prognosis of patients. It may serve as a marker for early diagnosis and therapeutic target of

NSCLC.
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