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# ZE B i IncRNA CoroMarker . IncRNA IFNG — AS1 . IncRNA AF131217. 1 7E j 1R h bk 36 26 88 Ak 12 .0 E 9% ( coronary
atherosclerotic heart disease, CAD) fEH I RIEZEF RIGIKRE L, FiEx AL EFR IFHE B BEBE 2019 45 3 [ ~2020 4
9 A CAD 35 40 B A B 41 |, 554K 30 Bk 1E % 2 40 6] S % HB 41, 38 33 qRT - PCR 32 46 I 4 J& I 5442 41 B ' IncRNA CoroMarker . In-
¢RNA AF131217.1 1 IncRNA IFNG - AS1 #ik/K ¥, ELISA 305 40 Il 1L - 6 \TNF - « 7KF-, RH ROC 143471 3 Ff IncRNA
Xf CAD BEMZWN XS IL -6 TNF — o KPR, R SEHIZ4 IncRNA IFNG - ASI IncRNA AF131217.1 EikKF5
SIRA RS, Z RG2S L (P >0.05), IncRNA CoroMarker 2 357K & FH 5 (P <0.05) ,IL -6 INF - a K F B ETHH
(P<0.05), ROC £/ 745 3 78 IncRNA IFNG — AS1 . IncRNA AF131217. 1 #1 IncRNA CoroMarker B AUC 43514 0. 360 (95%
CI:0.180 ~0.540,P =0.13) .0.445(95% CI:0.259 ~0.631,P =0.55) .0.960(95% CI;0.908 ~1.000,P =0.00) , &M K2 Hr
H, IncRNA CoroMarker 5 IL -6 TNF - « 228 PR IEAH &, r {E 4514 0. 437 (P =0.005) ,0.740(P =0.000) , £5i& IncRNA Coro-
Marker 75 CAD f 2 I35 80 A% 40 o p 22 3k /K S B S 5 T X5 PR 2H |, IncRNA CoroMarker A] GEAE h — B v A8 1 12 W7 76 00 % B9 1AL 775 4 7R
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AF131217.1 in patients with coronary atherosclerotic heart disease. Methods Forty patients with coronary atherosclerotic heart disease
was recruited from the Xinjiang Uygur Autonomous Region Traditional Chinese Medicine Hospital afliated of the Xinjiang Medical Universi-
ty from March 2019 to September 2020. Forty patients with normal coronary angiography served as a normal control group. The relative In-
cRNA CoroMarker, IncRNA AF131217.1 and IncRNA IFNG - AS1 expression level in monocytes derived from peripheral blood was de-
tected by qRT — PCR. The levels of pro — inflammatory cytokines TNF — o and IL — 6 were measured by ELISA. The receiver operating
characteristic (ROC) curve was used to evaluate the diagnostic value of differentially expressed IncRNA for patients with coronary artery
disease (CAD). Results No significant difference in expression level of IncRNA IFNG — AS1 and IncRNA AF131217.1 was observed
between the two groups (P >0.05). Compared with the normal control group, the expression level of IncRNA CoroMarker and the level of
TNF - o and IL - 6 were increased in patients with CAD. ROC analyses showed that IncRNA IFNG - AS1 ( AUC =0.360;95% CI:
0.180 -0.540), IncRNA AF131217.1(AUC =0.445; 95% CI:0.259 -0.631) and IncRNA CoroMarker (AUC =0.960; 95% CI.
0.908 —1.000) were predictive of for patients with CAD (P <0.05). IL-6 (r =0.437, P=0.005) and TNF -« (r=0.740, P <
0.001) correlated positively with IncRNA CoroMarker. Conclusion Compared with the normal control group, IncRNA CoroMarker ex-
pression level in monocytes derived from peripheral blood was increased in patients with CAD. IncRNA CoroMarkermay serves as a poten-

tial diagnostic biomarker in patients with CAD. And it may be positively correlated with the level of IL —6, TNF — a and other inflammato-

ry factors.

Key words Coronary atherosclerotic heart disease; Long non coding RNA coroMarker; Diagnostic significance
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heart disease, CAD) 3 1100 & 77, H & = K LR
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iy RNA (long non — coding RNA , IncRNA ) £ 5 i #
M A 2 AR s BT, JF HLAE O A PR 5 T
KREBEFEEAMEM ., IncRNA J& — R AN G5 8 H 1
FEpk RNA KB 5 200 % H BR . B9 IE 52, In-
cRNA H19 Fl LIPCAR ML /K F 1) T+ & 5 CAD XU
HOIAR SE 2 Xu AU E Y K B, 5O A L AR
CAD H.# IncRNA IFNG - AS1 &M m X XRS5
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FORFERIEASE, HAh, Cai 5 HESE & B CAD
% IncRNA CoroMarker 7E #b J& Il B8 4% 40 i o 18 26 3%
KB T

AR VR4 A i3 A T8 56 P SR E IncRNA
IFNG - AS1 f£ CAD & P RM @ RIL, WHTER
WY RS g gk — 2B A T IneRNA K2 55 4b P Fil
SCHE 4t 1 5 CAD &R AE # U MK B IncRNA
AF131217.1 LA &% IncRNA CoroMarker, Jf Wi % & &
3R IncRNA 5 IL -6 \TNF — o 9 1fiL 75 7K 74 56, 55
P L3R 3 Bl IncRNA AT 5 4E 2 CAD 7 1912 Wi 45 i
L H 5 56 K gy ok ok A B8 Ak 59 58 M Sz Y AR T K
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1. BFFE X4 . ABE 2019 4F 3 H ~2020 4£ 9 H 7
T R B R A B s B B AT B 0 SR B Ik i 5 A
A CAD 2 Wikr i i) 8 35 3% 40 BIFE R il 41, IR B A
e [A) 3 5 B2 OE 8 B VR % R AL 3k 40 B, BT A R E
BB ) B9 2 2 R BE PR A AR A T A 2
fEE 9 ABRUE  AE RS 20 ~ 80 %, 47 e IR 3 ik o 52 WA
B =X e A G A SRR B ik OE H R R . HEBR B
1 O HAB AR 3 KR A2 5 Q0 M BT O LR 25
b B 75 75 5 B 220k RREVEBEIR s D e RGBT .

2. CAD 2 Wihn ik . 5 09 56 4R 30 ik i 52, 2 Wi 75 &
AR B 2 20 A5 27 4 23 T E 48 MR AR 8 R O &
I W 567 16 R, BT — 0 AMIS 5 bk il 45 2L 4% ke 8
it 50% HAT 020 s B P 4G 2 om0 L
B uEHE#E S

3.WMEAE AR . (1) B A LB — R AE | A 45
S AF W 1R B £ (body mass index, BMI) | 75
M AR R R B IFAE ARG 0 . (2) AME I IL -6,
TNF — o 7K (3) A1 ML 5% 41 L IncRNA TFNG -
ASI IncRNA AF131217.1 F1 IncRNA CoroMarker 315
K

4. FEARK ) AL B AU689 4 [ 3 4 1k 2 Br X
( £ E BechmauConlter 23 ] ) ; PCR §7 14 5] 9 ( #r 55 Rk
G EWRHE A R A | ) A 1 RT - PCR AL (36 E Ap-
plied Biosystems N A, AL g8 B 5. MasterMix — LR/
1051845151001 ) ; ) % 5% i 7 & & RT - PCR i
(A AR A A o



BB R 20224E 1 H 51 E 1)

BB

5. FARYH, R R R M # K
4ml T EDTA $t ¢4 H , #5125 0 L 4°C .30001/min
B0 MR FEAR 10min, 1 )2 10350 FE A 4G IS 2 5 g 2
FIRHE [ B2 & IL - 6 TNF — o; 250 F )2 32 BB % 40 i
Frif) RNA , R A 32052 ) %€ 7 PCR (quantitative real —
time PCR, qRT — PCR) % I &b J& il 58 4% 44 A In-
cRNA IFNG - ASIl ,IncRNA AF131217. 1 Hl IncRNA
CoroMarker,

6. LY. (1) RNA UL I M 55 i B
PBMC #EAS, i Fil Trizol %4 H RNA, /] RNase free Y
KR UTTE . R AR 1 B UK U RNA ¥R B B R

WL VKA I RNA 56 8 Mk 4% IR S s aatn) & 3 B
SR HL 800ng RNA, FEHLSI 4 (0. 1pg/pl) 1ul,2
x SYBR Green PCR Master Mix 10!, TransScript® RT/
RI Enzyme Mix 1pl £ DDW & 20ul;65°7K ¥ Smin &
M E K b, i A 5X 2% M 4pl, RNA g 9 i 51
Iwl,RT 1l, DNTP 2pl 42°C %% 1h 70°C ¥ & Smin
Ja vk b TR 5E i S sk . (2) RT — PCR A&l PB-
MC H IFNG — AS1 AF131217.1 } CoroMarker 515N,
i# 1L Genebank A IFNG — AS1  AF131217. 1, CoroMarker
FEH1 8 primer 6.0 BAFEITBIYI(F 1),

®1 THWHAPCRIMFEIIRYERRRM

B SIS S SIFE(5'—3") P18 B R/ (bp)
IFNG - AS1 iE 514 : AGGTAGGGTGGGAGTGTTTCA 138
S 514 : CGGGAAAATTGCCAGTGTGC
AF131217.1 iE [ 314 : AAGTGAGTGGGCCTGAGTTG 180
K18 514 : CATGGGTGGCTGATTCTTGC
CoroMarker EE 54 : GATGAGTCGGGCAATGGGT 212
S 1514 : AACTTCTCCTGAATGAGGTACAGG
GAPDH 1E [ 314 : TGTTGCCATCAATGACCCCTT 202

K18 514 : CTCCACGACGTACTCAGCG

7. G530 1k 38 FH SPSS 22. 0 48 i 2R B v 4%
Hrh &R E PTG TR TR IR «
FRUEZ (x +5) 28, R ¢ K56, IncRNA XF CAD {2
Wi 18 % F 32 388 T AR SR1E (receiver operator charac-
teristic, ROC ) [l £k 43 #7, 48 4 (] AH OC ¥ 20 #r >k H
Pearson 7387, UL P <0.05 NERABRITHFE X,

g ES

1. — B ekt b g B 4H 40 ), Horp 550 32 ]
e 8 ), B AR WY 56.4 £ 6.5 % X IR4 40 £,
w30 B, Lot 10 B, R E AR 57.8 £5.9 %,
P2 BB AV ) AR R FE 48 K ( BMIT) IR | fIK 2
FERRED GRS T LK, Z5F LRIt EE X
(P>0.05,%2),

2. 4 IL -6 'TNF — o HeAZ DL -6 FH B4 2.91 =
0.33pg/ml, & F X} M40 1.07 + 0.10pg/ml (P <
0.05) ,TNF — o 1] 40 46. 31 = 1. 81pg/ml, & T X R
2 34.18 +1.04pg/ml(P <0.05,% 3),

3. WL R AT ek K 3 52 AR 1T IR 25 X% L < 99 191 20 )
Xof HE AR TR /AR 25 4 (445 b)) DR AR Sk As B R
6 i v AT 5% ) AT 32 1A B 55 (B — blocker) (il
7T (Statin) F5FEHLH (CCB) | ML 55 5K K 5% Ak i 1
/18 Rk RNZ AR H5 407 (ACEL/ ARB) i 1% 10 21
B L2, 22 G # L (P >0.05,%4)

R2 WMARBRE-—MERATEBEE(n(%),x25]

iH XA (n=40) #BI4H (n=40) P
B 30(75.0) 32(80.0) 0.19
(%) 57.8+5.9 56.4 +6.5 0.12
IREFEH (kg/m?) 25.7%2.0 24.6 1.2 0.28
% A 17(42.5) 18(45.0) 0.08
R ENEE A (mmol /L) 2.2 +1.1 2.0+0.7 0.07
1 % AR & 1 (mmol/L) 1.2+0.2 1.1+0.3 0.53
i = (mmol/L) 1.7+0.7 1.6 0.8 0.73
W8 IR IR 10(25.0) 11(27.5) 0.13
S5 1M 4 3K 63.1+3.5 57.8 +11.2 0.51
45 R ( mmHg® ) 129.0 £11.7  134.0 +14.9 0.36
41mmHg =0. 133kPa
x3 WHIBESWEREE (2 +s5,pg/ml)
I H Xf R4 (n =40) A (n =40) P
IL-6 1.07 £0.10 2.91 +0.33 0.03
TNF - « 34.18 +1.04 46.31 +1.81 0.01
x4 FHHEERGERIE[2(%)]
Wi H XFHEZH (n =40) B4 (n =40) P
B /MR 259 32(80) 36(90) 0.33
B - blocker 30(75) 30(75) 0.64
CCB 24(60) 28(70) 0.37
Statin 38(95) 40(100) 0.50
ACEI/ARB 30(75) 34(85) 0.35
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