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# E B® FiTKEEAESS RNA(IncRNA) MIR34AHG i@ i miR —296 — 5p/SRCINT il S 0 Jis 41 B 184 7 A1 3T B2 09 76
FHiE  gPCR ¥ MIR34AHG 75 M5 40 Jfd 22 (TU686 Hep —2 . TU177 ,AMC — NH - 8 ' TU212) DL K 32 <45 |- fz 4 Jifd & (16HBE) /1

By ik, HEHC MIR34AHG ik i I 40 M 2 | 43 5k 2 MIR34AHG 3 32 34 20 Ml 2 ( MIR34AHG 2 ) FIXF BE 4l il & (XT BB 2H ) . MTT
20 R IR S5 43 B A I R MIR34AHG X 20 Wi 3 58 FE RS B 52w, AR {5 8. 2% T2 B0 MIR34AHG A9 H0 5 [N Wo% ot % 1§
o J PR S B AR T MIR34AHG S50 IE R 2 A A AH B AEFH . qPCR A1 Western blot 3 46 I _E 3 MIR34AHG X 4 ¢ 3k [H f & 11 35 38
BB, &R 5 16HBE 400 b4, Wi 40 i & 1 MIR34AHG K%L (P <0.01), HLL TU686 4l iis HF F kA% (P <0.01),
5%} B2 L, MIR34AHG i & ik il TU686 41 it iy 3 58 FiE A2 (P <0.05) . MIR34AHG Hl miR - 296 - Sp Z [0 £7 ££ #l [0 5€ &
(P <0.01),miR -296 - 5p AYHLIE K AT AEJ&: SRCINT, 5%t B840 b4, MIR34AHG i3 £ A M miR - 296 - 5p Fik (P <0.01) 1
P SRCINT 2EHAYEIE (P <0.01), £ MIR34AHG " EE i T ¥4 miR —296 - Sp B9k . VA SRCINT A9 2 1k A i 90 il 1 g8
2 it 4 34 5 AN RS

EgEE W KAEJE4S RNA  MIR34AHG  miR -296 - 5p
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LncRNA MIR34AHG Affects the Malignant Biological Behavior of Laryngeal Cancer Cells through the Mir - 296 — 5p/SRCIN1 Axis.
ZHANG Yang, FAN Chongsheng, GUO Jie, et al. Department of Pathology, Luoyang Central Hospital Affiliated to Zhengzhou University ,
Henan 471000, China

Abstract Objective To explore the effect of long non - coding RNA (IncRNA) MIR34AHG on the proliferation and migration of
laryngeal cancer cells through the miR =296 —5p/SRCIN1 axis. Methods qPCR was used to detect the expression of MIR34AHG in la-
ryngeal cancer cell lines (TU686, Hep -2, TU177, AMC - NH -8, TU212) and bronchial epithelial cell lines (16HBE). The cell line
with the lowest MIR34AHG expression was selected, and the MIR34AHG over — expressing cell line (MIR34AHG group) and control cell
line (control group) were constructed respectively. MTT method and cell scratch test were used to detect the effect of up — regulation of
MIR34AHG on cell proliferation and migration. Bioinformatics tools were used to predict the target gene of MIR34AHG, and the dual lu-
ciferase reporter gene experiment was used to detect the interaction between MIR34AHG and target gene. qPCR and Western blot were
used to detect the effect of up — regulation of MIR34AHG on the expression of related genes and proteins. Results Compared with
16HBE cells, the expression of MIR34AHG in the laryngeal carcinoma cell lines was low (all P <0.01), and the expression in TU686
cells was the lowest (P <0.01). Compared with the control group, MIR34AHG overexpression inhibited the proliferation and migration of
TU686 cells (all P <0.05). There is a targeting relationship between MIR34AHG and miR -296 —-5p (P <0.01), and the target gene
of miR =296 —5p may be SRCIN1. Compared with the control group, overexpression of MIR34AHG inhibited the expression of miR —
296 -5p (P <0.01) and promoted the expression of SRCIN1 gene (P <0.01). Conclusion MIR34AHG may inhibit the proliferation
and migration of laryngeal cancer cells by down — regulating the expression of miR —296 - 5p and up - regulating the expression of SRCIN1.
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b TS A5 55 FEEY R R L XA TE M
S IR RN g 25 R Ine RNA B ] A Sy i g8 310 41 R 1
AR R g R ) T AR SR WF 5T R B, MIR34AHG 5
Jits i s 45 ) 2B AE UG O AT A SR g ikl R 2
L5 1l R 0 % A AN kR MIR34AHG 1 M i o 3%
K FE AL AT 5T D AR BE5E B 258 MIR34AHG
P 38 20 M ZR P i 3R 5K BT MIR34AHG 52 M M i
21 Jfa 344 B R RS 1 4 F ML
MRE 7k

LA R FE RN, XRE L EHER
(16HBE ) F1 I ¥ 40 il & ( TU686 . Hep — 2, TU177 .
AMC - NH -8 TU212) g F v [ Hit 58U 1% 53 1) O i v
>, SYBR Premix Ex Taq {7 & W4 H 3¢ [E Roche 2
A, B M %F BROBR K. MIR34AHG f 3 35 W kL.
MIR34AHG B AE AU 4 45 6 5 31K (WT) | 28 A8 Y 4l 15
FHFZ AR (MUT) .miR - 296 —5p mimics .miR - NC iy
SRR E NPT N Sl R /NN B 1S I S -
(MTT) 7] & ) [ 5% [F Sigma /A 7], SRCIN1,GAP-
DH Wntl . — catenin, MMP -9 & A Hi &l B 3 H
CST A H

2. 40K R MEE YL BT A A A & 10% 6 4
MY DMEM 132 5L 85 9% ¥ 8 T 37°C 5% CO, 1
FRA . BOW B B TUGSG 4 | i M A U 32k 50 1
Fo¥F 50ng BH 1 X B KL A1 MIR34AHG i 36 35 i ki
g3 e B 2= TU68G 4fl Jifd, 43y Xf i ZH Fl MIR34AHG
4, 48h Je AT R LL SN .

3. qPCR ¥l MIR34AHG ,miR - 296 - 5p F1 SR-
CIN1 mRNA ik J Trizol i 7 $2 B 40 Jfd BE A 2
RNA, % 5% ¢DNA J5 {1 SYBR Premix Ex Taq i
FI VAT qPCR P71, U6 ME N NS K miR - 296 -
5p M#3E, GAPDH fE N NS R 2 - i 3k
HHXT A, qPCR I FE L% 1,

X1 qPCRII¥MFET

SRR S (5'—3")
MIR34AHG E#514) . GAGATTTTGCGGGAGTCCT
T 519 : AGGCCTGTCCTGCCTCTC
SRCIN1 #5149 : GAGGCTCGCAACGTCTTCTAC
TSI : GCGATGCGTACACCATCTCTC
GAPDH W54 . CTGTGGGAGCGAATCGAGG

T #5149 : CAGCGCAAGATGTCCATCA
U6 L5149 . CTCCGCTTCCGGCAGCACA
W54 : AACGCTTCACGAATTTGCGT
519 : ATGGCGGACGAGGAGAAGCTGC
T 514 : TCACTCAGTGCGGAGGATGATG

miR -296 - 5p

4. MTT 45 MIR34AHG ik % TU686 4 ifl 14
B 52 e < PR 2 B B G TU686 4 L filf & 96 L
M, 3595 1.2 .3.4.5 KEF,HF 10w MTT #5325
FL,BEFE 4h, Wk L35 K 100p] DMSO 3 3 i 2 4
FL L FE IR IR 15min, {8 F A 2h B bR UKD 450nm
b 25 FL AW BE (A) B .

5. 20 M RIR 52 58 4G I MIR34AHG 3 ik X} TU686
2 M T % 9 5 ) K R A B R U TU686 At it il &
24 fUbr , R AR L ZE ALK R . PBS W BE 3
WO E My 8 37 2, B TR RMEH, T oM
24h WUOFE  FE (518 A0 T F0 IR D )R T R

6. XU FR Ml 4 A5 FE P 52 50 99 UE MIR34AHG 5
HOEL R Z B B R] C & 8 i starBase v2. 0 2098 2 43
Hr MIR34AHG 1Y 8 3% A 7] 58 /&2 miR - 296 - 5p,
miR =296 — 5p (1% #8 3% X 7T 8 & SRCINI, 43l ¥
MIR34AHG - WT ,MIR34AHG - MUT 5 miR - 296 —
5p mimics B¢ miR - NC 344 2 TU686 411, 48h
Jei, R FHORLZE N 2R I3 A DU R 65 G T TU686 4
L 1) 5 5 3R I

7. Western blot ¥ K il SRCINT 2 1% ik . FH RI-
PA Z4f# TR 24 T S EUP 41 TU6S6 4l i 5 11, FE
AR R S A BEAT IR TR I R PR UK R PR 41
Y 2 A FH 5 9% WG W by B I — P AE 4°C i
B, A Z P0IBT 16 Pk (1: 5000 Fi
), EIRME 2h, HEER R RE ML B3

8. Giil=f ik R SPSS 19. 0 4 i 27 5 4 X %k
WHATGA 0T T B Y A B + R UE2E (x £ 5)
R, Z A BT TR BCR R R T 22 00,
AL IE T R LR ¢ KSR, LA P <0.05 WERA
Giitsr X,
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1. MIR34AHG 7€ 3348 1 K2 200 B 0% 98 40 Mg &R
) 223k . qPCR 25 3 R, 5 16HBE 4 b4, 78
5 i g 40 B R T 4 ULEE B MIR34AHG Rk (P <
0.05 8¢ P <0.01),H ¥, TU686 4 i ' MIR34AHG
FIBHAR(P <0.01) , BEHE TU686 41 il ifF 17 J5 £ 5L
B(E1).

2. B Ye MIR34AHG it 3 & i ok B3 2 42 ik
MIR34AHG 1 3 ik . qPCR £ il 25 5 7 , % AR 20 A
MIR34AHG 2 TU686 4 Jifl ' MIR34AHG ik it 73 5l
F1.15+0.32 F113.31 +1.47(P <0.01) , £ W 2h
F# MIR34AHG i AR ,

3.1 K MIR34AHG A 41 il TU686 41 ity Y 184
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B 1 MIR34AHG XS E L & 000 Mz & 40 B & R R &
5 16HBE 4 kb %, * P <0.01

FA . MTT Ko I 25 3R 5o, 5% B2 [, MIR34AHG
2 TU686 41 Jifd 33 58 55 2 RIT 4 B P& AIK (P < 0. 05
P <0.01),F Wt %k MIR34AHG AT #1 ] TU686
AL 3EE (E 2)

- XEA
= MIR34AHG#H ; ps

0 T T T
3 4 5
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IFI(K)

2 it FRiX MIR34AHG 31 Mz % 40 i TU686 1 38 &Y 5
5 MIR34AHG 4l %, " P <0.05, ™ P<0.01

4. 71 323K MIR34AHG W] # il TU686 4 Jid 1ty i
. 4 M ) IR 525 R W 25 R W oOR, X B4l AN
MIR34AHG 41 TU686 i il iF # 2 73 il 62.98% =
3.21% M1 34.57% +6.64% (P <0.01) , F W%k
MIR34AHG n] #ill ] TU686 ZH AT AL HE )1 (F 3)

5. MIR34AHG 5 #L5E [H 2 [a] A 0 1) 6 & . B W
B T H (F 4) 8%, miR - 296 - 5p #] fig &
MIR34AHG K3 H A5, miR - 296 — S5p Al 8 3L K A]
AEJZ SRCINT, ¢ O 2 Ml i 4 25 D] S5 0 A ) 245 2R 3
B9, 5 miR - NC 6%, miR - 296 —5p mimics &M
il 7 HE W MIR34AHG - WT By %6 6 E i M (P <
0.01,K5),

6. 3k F ik MIR34AHG A 8 #% miR - 296 - 5p.
SRCINI mRNA fy % ik, %t B8 41 f1 MIR34AHG 4
TU686 41 Jfil th miR — 296 — 5p #H % % ik £ 4> 9 4
1.05 +0.19 F10.31 £0.06, MIR34AHG i % miR -
296 -5p ML (P <0.01), XFHELZH I MIR34AHG 4H
TU686 2 il ' SRCINI mRNA F ik & 50 % °h 1. 03 =

.54 .
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AL A MRIE B ( x 100) 5 B. 41 M iE B R 51 4 0F

5'... ccauccacccuguaGGGCCCa... 3' MIR34AHG

3" uguccuaacucccCCCCGGGa ' miR-296-5p
5" ..ugcugcacguuguGGGGCCCa... 3' SRCIN1 mRNA
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1.5 B nmiR-NC
~P<0.014 i miR-296-5p

g 1.0

=

%
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5 WRAXEBmBREEERIZEEIE
MIR34AHG SHERMLE S

0.14 F15.44 +0.56 ,MIR34AHG 1E 4% SRCINI mR-
NA Bk (P <0.01),

7.1 &35 MIR34AHG Xt SRCIN1 & (1 & Wnt/
B — catenin {5 5 i# I 5 H 2 & A9 52 ) : Western blot
PRI 25 R R, 5 X AL b AL %5 Y MIR34AHG
J&i ,SRCIN1 25 4 A B i, Wnt/B - catenin 15 5 i
¥ % H Wntl . B - catenin, MMP - 9 3 ik & Ik
(K6),
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IncRNA J2& 1 # & 200 4~ 8 H R #4 B (1 5 5%
RNA, i1 F i = FF k) 52 X, AN HAT 4 15 26 11 3
AE7 . IncRNA W] it 8 5 40 o #1445 Fh 2L 4 24 T B
FEGIR I KR A R EEAERY , Bk iz
P 5T 0, 0 g 40 L v A7 4 KA IncRNA 19 58 R
ik, IncRNAAT AT REAE Ay Mk Ji B0 80 10 26 ) 2 b iR ) B3R
JrHE ) Huang 25" BIFFE WA, IS 421 AF IncRNA —
ATB [R5k B i 395 | 0 5 58 (9 I IR 40 11, & 3R Gk
IncRNA - ATB By # # B R B TR ERE R
H o Zheng 5V AT R WY MR L1 P Y LINCO0152
FEAR K 3 T AR IE R 41 4L, @Ik LINC00152
AU S 3 A AT O e A B Y 3 B R AR 2R 0T
S0 A T2, miR - 613 J& LINCO0152 f) I 3 A,
WFoE & P, MIR34AHG H1 4211 %A R 4 h , HE A il
Ji i i AR F2 55 MIR34AHG 2238580 i 1 3 ik R
TEWIE A  MIR34AHG ] A A i B Jis £ 3 (%) 0 57 95
BRI ARBE ST K& B, 76 Mk 9 40 i &R f MIR34AHG
Feik W FALT ARG L 40, MIR34AHG T i 2
W kA kg, it i @ MIR34AHG i & ik
N 2, i %35 MIR34AHG 1] & & 441 TU686 4 iy
) 38 5 FN T RS BE 1, MIR34 AHG 75 M5 98 20 i v 5 A7 30
e .

IncRNA S W HAE LA E 2B X R4S
miRNA , fl ] miRNA 1923517 ABF5E M5 B A W 15
B T HBM MIR34AHG 5 miR - 296 - 5p 17 7E 45
B A, BB 3 R SR R I — B E S T
MIR34AHG 5 miR - 296 - 5p Wl 2 &, BF%E &
B, miR - 296 - 5p 7F Mk Jig 21 4 b R a8 48 0, miR -

296 —5p o K I8 5 W 9 BT AP0 A Kk S TE A O
miR - 296 — 5p A fig B b W W5 A R AY TR bR
A W, 1 F 35 MIR34AHG J5 TU686 4 fif
miR -296 - 5p FIEFEAL, #&77 MIR34AHG H %48 ]
FUFE miR - 296 - 5p MK, miRNA 32 2 75 §% 5%
J& 7K - HORD 5 A FE L ] mRNA 0 ) S8 3L R G
B R AE B A SR T B W miR -
296 - 5p 5 SRCINI mRNA f77E45 &0 s, SRC il
G5 M50 1 (SRCINT ) & H 2 7 F Yk 17q21. 1,
SRCINT 11 IS 5 L oy 220 08 1R DX 3 G > & & il
R AR X 38K B A L 45 # R T, SRCINT 7
22 0 ek e JE R i A /0N A i g b 2 AR Rk A
fi g ke 2 I L VE AT Wnt/B - catenin 55
T [ 7 IO 5 200 L v S DS o R o A T R
JEl7 0 SRCINI % M Al #5451 Wnt/B — catenin {5 5 i
S A 4 B R R R R RIS
7~ ,MIR34AHG T # miR - 296 - 5p ¥ ik J5, SRCINI
FEA F kB BB, Wnt/B - catenin {5 5 il B #%
E(INES
ZE LT iR, MIR34AHG 7EMEIG AL R P RE T
¥4, i &35 MIR34AHG i i miR - 296 - 5p/SRCINI
B, A5P0 Wnt/B — catenin {5 5 18 B, 490 441 Wk g8 20 JHL 1Y
B4 5 M AT B2, MIR34AHG 1] fE A& Mk I8 16 97 1 75 1Y
A
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M S A X PCOS X R 5P 52 21 Be 2% Ao 425 13 75 #1 I #F 35

F R KB O #H RS EREY HKEL FEH

O OE BH BITEMS X £ 200 8 25 5 1F (polyeystic ovary syndrome , PCOS ) 45 %1 S B 51 52 400 fifd £& 7 114 3 45 ML 1)
FiE RHE T HES AN (DHEA) B 7 %M 8 PCOS KRR 5 i T B R A 5 1R IT . A DU A 25 3R 77 X B 55 1 fig M
1Y 5L 20 if LORL A4 1 M 9 52 I, I 00 % B9 SR J) 6 I PN 0 BE AL B Y mTOR shRNA J¥ 51 2 38 2 A B 5560 J5E Py T2 S0 % vl 247 2 1y 5%
W, &R SR EE B IRYT R DR PCOS BRI B HE B BT B A% i AR KOF 3R Drp - 1 B F I E AR AK
S B v UL 0 L 2 A T R T 8 % X A R P R R R R R AR RS R B B E T . mTOR K /9 shRNA RS 5 B4 B 2%
MZIRERN . &1t GHSRFBIARYIT PCOS BT K R NS 2 58 5 8 19 25 8Ll 1R 7T 8 5 mTOR A5 i X b (R D g i 45 A
K, B HLRTURE A1 AR P 2R R T T R TR Y AR A0 AR T 8 1 B A0 R AR N 430 T B AR Ak B S BT A

X4 PCOS mTOR MRS REZEKE ZLPikEHE Dp-1 BHIRG

hESES  R27 XERARIZES A DOI 10.11969/j. issn. 1673-548X.2022.02.014

Mechanism of Cangfu Daotan Decoction on Mitochondrial Dynamics of Ovarian Granulosa Cells in PCOS Rats. LI Wei, CHEN Jing,
FAN Ruifeng, et al. The First Affiliated Hospital of Hetlongjiang University of Traditional Chinese Medicine, Heilongjiang 150040, China
Abstract
Methods

Objective To investigate the mechanism of Cangfu Daotan Decoction on ovarian cells” mitochondrial in PCOS model rat.
The PCOS rat model was established by subcutaneous injection of DHEA. The PCOS model rats were treated with The Cangfu
Daotan Decoction which was used for therapy by gavage. The effect of Chinese medicine treatment on ovarian function and mitochondrial
activity of ovarian cells were investigated and the lentivirus — coated mTOR shRNA sequence expression vector ovarian capsule injection on

Pharmacodynamic effects of Chinese medicine were also observed. Results The Cangfu Daotan Decoction can significantly increase ovu-
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