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Abstract Objective To compare the sensitivity between droplet digital PCR (dd — PCR) and real — time fluorescence quantitative
PCR (RT - qPCR) on the proliferation and apoptosis — related indexes of dermal mesenchymal stem cell (DMSC). Methods The prolif-
eration and apoptosis — related indexes of dermal mesenchymal stem cell (DMSC) from patients with psoriasis vulgaris and controls were
examined using dd — PCR and RT - qPCR, respectively. Results The results of both dd — PCR and RT — qPCR showed the expression
levels of proliferation (PCNA and CDK4 ) and apoptosis — related indicators ( caspase —3) of psoriasis DMSC were reduced compared with
the control group, and the results of both methods were consistent; however, the concentration of cDNA template used in the dd - PCR

method was RT — qPCR 0.01 - fold. Conclusion For the detection of molecular activity of DMSC, dd — PCR and RT - qPCR have simi-

lar accuracy, but dd — PCR is more sensitive, so dd — PCR can be preferred when the amount of template is limited.

Key words Dropletdigital PCR; Real - time fluorescence quantitative PCR; Dermal mesenchymal stem cells; Psoriasis
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