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Expression of LncRNA ENST00000492363 in Preeclampsia and its Effect on Trophoblast Cells in Placenta. GAO Shufen, SU bin, LI
Yuming, et al. Department of Emergency Medicine, Armed Police Medical Center, Tianjin 300162, China

Abstract Objective To investigate the regulatory mechanism of IncRNA ENST00000492363 on the invasion, migration and growth
of trophoblast cells. Methods Patients with preeclampsia and healthy pregnant women were included in this study from January, 2018 to
June, 2018. LncRNA ENST00000492363 with the largest difference in IncRNA expression between preeclampsia and normal placental tis-
sues during pregnancy was screened by high — throughput sequencing. The expression level of IncRNA ENST00000492363 in placental tis-
sues of the two groups was further detected by qPCR. Trophonic cell lines JEG3 and HTR - 8 were cultured, and IncRNA
ENST00000492363 overexpression vector was constructed, and the cells were divided into overexpressed ENST00000492363group
(ENST00000492363) , blank expression group (NC group), and normal group (control group). The proliferation, apoptosis, migration
and invasion of JEG3 and HTR -8 cells were detected by CCK -8 assay, flow cytometry assay, lineation assay and Transwell assay, re-
spectively. Finally, the expression levels of Vimentin, N — cadherin and e — cadherin in cells of each group were detected by Western blot
assay. Results The expression of ENST00000492363 in placental tissue of preeclampsia patients was significantly lower than that of normal
healthy group (P <0.05). The background expression of ENST00000492363 in JEG3 cells was 30. 69 times that in HTR - 8 cells. In
HTR -8 or JEG3 cells, the cell proliferation level, the healing rate of streaks and the cell invasion ability of ENST00000492363 overex-
pressed were significantly lower than those in NC and control groups (P <0.05), while the apoptosis rate of ENST00000492363 overex-
pressed cells was significantly higher than that of NC and control groups (P <0.05). Meanwhile, ENST00000492363 overexpression inhibi-
ted the expression of Vimentin and N - cadherin in cells, and promoted the expression of E — cadherin in cells. Conclusion Overexpression
of ENST00000492363 trophoblast cell lines HTR -8 and JEG3might inhibit cell growth, migration and invasion, and promote cell apoptosis.
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