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Abstract Objective To investigate the expression and clinical significance of UBE2T in endometrial carcinoma. Methods The
expression of ubiquitin binding enzyme E2T (UBE2T) in normal endometrial tissues and endometrial carcinoma tissues was analyzed by
TCGA database. The expression of UBE2T mRNA in 30 cases of normal endometrium and 58 cases of endometrial carcinoma was detected
by real - time quantitative polymerase chain reaction (RT — qPCR). 105 cases of endometrial carcinoma tissues, 35 cases of endometrial
atypical hyperplasia tissues and 35 cases of normal endometrial tissues were selected. Immunohistochemistry was used to detect the expres-
sion of UBE2T protein in each group, and the relationship between UBE2T expression and clinicopathological features was analyzed. Kap-
lan — Meier analysis was used to analyze the effect of UBE2T expression on the prognosis of patients with endometrial carcinoma. Results
TCGA database showed that the expression of UBE2T mRNA in different endometrial tissues was significantly different. There were statisti-
cally significant differences in paired endometrial carcinoma tissues and its adjacent tissues. The expression level of UBE2T mRNA in en-
dometrial carcinoma tissues was significantly higher than that in normal endometrial tissues. The positive expression rate of UBE2T protein
in endometrial carcinoma tissues was higher than that in normal endometrial tissues and atypical hyperplasia endometrial tissues. FIGO
stage and histological differentiation of endometrial carcinoma tissues showed significant difference in UBE2T expression. Kaplan — Meier
survival analysis showed that the average survival time of patients with UBE2T positive expression was shorter than that of patients with
negative expression. COX regression analysis showed that FIGO stage, lymph node metastasis and UBE2T expression were prognostic fac-
tors of patients with endometrial carcinoma, and FIGO stage and UBE2T expression were independent prognostic factors of endometrial car-
cinoma. Conclusion The increased expression level of UBE2T in endometrial cancer tissues is closely related to the occurrence, devel-
opment and poor prognosis of endometrial cancer, and may become an adjunct therapy for endometrial cancer.
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