202442 A HES3E FH2W -E#ﬁiﬂ-

K55 dE4 5 RNA 7£ AKI [ CKD
T HhRIERAIRIER

FExF RS E W

i E AMEH M (acute kidney injury, AKID) J& 8 2 & BEJ ( chronic kidney disease, CKD ) & A= FlifF J& 119 ¢ 4 £5 B IR 28, X
AKI [5] CKD %748 B LI 47 B8 A B Z MG IR L, MR35 % 2 —— K45 IE 4 i RNA (long non - coding RNAs, IncRNAs)
A BE B AKI [n] CKD %728 (9 V- 78 BL T A7 22 2 b BHL DBy B A 6 s o R B 4L 7738 3R 7 Jr il . AR SCE XM AKI [ CKD 3% 75 3o #2 v
B 3 A gl B AR B /NG L B A0 A A0 G E AT VR T R 2T 2 UL R £ 4 4T i 3 b 5 R R 4T 4k AL ) A 2R T T 4R SE In-

cRNAs BF T BE R , I %of HE oK o 5 i 3 e e PR g JTT i S A7 T/ 22

KR KAEIEIS RNA  AtEEH
FESES R692

18 VR
XERARIRED A

2B i 473 (acute kidney injury, AKI) 2 L ¥ 2
FE 7 J 1T ] Py S0 R SR AR AR 0 IR At B
BEAE AKT B &% 0129 1330 7, 76 & [ FAE i &
B H AKT RAEFIEE T 30% ~50% " AIEK
R s, B R A PR 52 A R B AKT AT A AL i Y
A REME F A8 W12 M B IE S ( chronic kidney disease,
CKD) "', AKI [6] CKD %7558 %k Jy &t AKI AR
SEBERE MR MK ThRESLE . AKT 17 CKD %%
78 1) 95 BRI P e Z2 A A B 2 A A [R) A A I B DA %
BRI F M PR, EEAE NS B iR R
P28 240 PR T ST A A Y T A R ] BT 4T 4R A

KA IE 4 % RNA (long non — coding RNAs, IncR-
NAs) J& 7 26 Mgt 15 7K - b ke 25 J 20 0 4 FH 1) 2L 1A
Wty WEHEAERM I X2, Mo D EES
SE ALy 50 R B R R B R St T Y e e N TR
RNA 520 mRNA £ 4, i ] DL 5 28 H BoA 5 AR
HETT R 57 8 T D) fig . b, IncRNAs 76 A 7] 28 Jif | 41
21 P L [ — P N [ B B, R R 0 R A
YRR Sk AR e A tE | R T IR T AE A W) 2
W, BT, A SCHIZE IncRNAs 76 AKI [1] CKD %

HEWH HEARB¥REFER¥RXE R IHA
(82205002) ; 14 )I| 4 B2 H R JTHUH (2022NSFSC1459 ) 5 14 Ji1 45 95 M
TN R BUN - 76 BB R 2 BHEE S & 735 H (2021 LZXNYD - P04)

VEH BA 1646000 ¥ N, VU G S RE K 2 B I i 25 25 e rh VY R 25
[ G N
WA/ T, W4 500, B F {5 46 : wanglil20 @ swmu. edu.

com

10.11969/j. issn. 1673-548X.2024. 02. 005

A 1) 95 BRAL ] ) AE DG S AT R ZE R R T IncR-
NAs #£ AKI [1] CKD %728 75 11 1) I R W A i35

—.IncRNAs WA EMSERARX

IncRNAs J&—ZEK B KT 200nt F9IES S RNA
2 A R iR NP INE A D8 B BUR I =R - ¥a 5
Y, IncRNAs Z i1 RNA K458 11 (Pol 1) % 5% A4
B, e niE B 2RI R AL, AT S R
& =R/ . IncRNAs JREF P NE T B L E
B T FEAS [ A A i B b R FEAE O U
FLARR 8 W48 B 5 7 A G, Z 8 IncRNAs & &£ T
A0 A% b3 o 5 R N (0 DNA RNA FIEE (R A A
F I (cis) B85 2 (trans ) P8 77 3 R 1) 5% % B0 4%
Y (6, 5T 1) 25 48 R D) RE , 502 15 0 6 400 Jf A 0 45 4
¥ 55 B ( paraspeckle ) [ 2% )

B35 0B Y IneRNAs 7] LLRE S mRNA #Y
Rt e AT 81 92 B 10 B IF , M DA O A 1 R
PEIG B, IncRNAs 8 1] LA5E 4 45 4 miRNAs M 1
) I 5 A . miRNAs (I AE . Mok, A A # 4
IncRNAs 731 TZRAR NN EA M ds iz b2 5
20 i g A B 1 B RE 5 A, BOE AL T A0 I T G AL
2 555 5 5 AR A0 B AR, okt %
SN UAA AT A0 ) 5 A% | 0 T 2 4 A0 U ) 9 4 A
S B A R, TE Y IncRNAs
K BAT LB R T Rt A KT L Rk, Y B 5T A
JfL 5T IncRNAs (19 Ty g B 75 56 VA L g 5 v g, o O 52
B 45 L R WL 2 RNA T6E

.19 -



- EZ A8 -

J Med Res, February 2024 ,Vol. 53 No.2

%1 AKI [@ CKD #3372 1 2 &1 I B8 IncRNAs

IncRNA £ 24 Jifd 2 or 1 HIHE 15 £ AKI [7] CKD %75 v (4 3y fig EEPEN
miR - 145 - 5p; il 17 rhotekin/wnt/B - catenin 15 5% ORI [ W 140 i
MEG3 A e miR - 18a -3p P81 AT GSDMD Kk (g kA i1 [10] [11]
ENSMUST_147219 41 ity 5 miR -221 -5p FIRATREIE T 6,123 caspase -3 ik, S ANMI T [12]
IncRNA 121686/ W i METTL3/mmu - IncRNA 121686/hsa - IncRNA
7 e AP MANEE  miR -328 - 5p 520657/miR — 328 — 5p/HirA3 il 3 /N 5L/ B 308 i /N 4 [13]
hsa — IncRNA 520657 o
41 Mg T
fEEIE SCBE I+ WEE2 4 fi 3% X () 3235 , 90 il MPF 35 1% , BHL
WEE2 - ASI 41 i A% HH AR G, BT M B [14]
ENST00000453774.1(74.1) KAl KA fRE Nrf2 — keapl {5 555, 400 il 20 i 4204k 1 38 [15]
s _ - s ]2 ;
SNHC14 A Wik - 93 ]Eji IR\AK4/ NF — kB Fl IL - 6R/STAT3 {55, Il 41 it 1) (16]
AL
) PE R T 413 NF - «B I £/SWI/SNF & & 9, {1 ot
inc — Cox 4 % SWI/S A N ’
lincRNA — Cox2 1t A% SWI/SNF & 44 o A A 1 3 [17]
TEE 84 CCL2 ,.CXCLI ,CXCL2 % #1bH + F 1L -6 % {2
. 4 N N
IncRNA IRAR 41t 5 KA R T35 55 W R R R [18]
LRNA9884 1 if A% A A b W A T RS TR F (MIF) | IR /NS 1845 [19]
lincRNA - EPS 41 A% hnRNPL I 7] B 98 A G B R 238, 0034k P 2R M I L [20]
lincRNA Mac ORIS 21 Jifd 5t Ell BELIST IFN -y 55 5% 5 30k 5 w4 i M1 A A% Ak [21]
IncRNA - MM2P 41 ff PNi] T STAT6 (3 , 2 ik B mi 4 i M2 #U4% fk [22]
PTPRE - ASI 1 i A% WDR5 PTPRE/MAPK/ERK 1/2 i # 1 F s 20 g M2 B4R 1k [23]
. S Foxp3 ik [R]JAE A4 e 6 5T AT e P 4] Foxp3 B9 R 35k
Flicr 20 i 4% Foxp3 BLHE Tregs 15 1L [24]
3 EGFR Y R Ak A7 25 45 & Hz % i
e - EGFR - ECER 'ﬁh(‘\bl{ A B R Ak o7 ) A vz 2 Ak, AT A % (25]
Tregs i fk
Gm12840 41 it 5 miR - 677 -5p JE it miR - 677 = 5p/WISP1/ Akt i 4 4% 37 B 2T 45 40 Jfa 3% 16 [26]
Rian Pl PNyl R 2 A Ak A G B PR 3R 5 | 42 a2 UL BT 248 4t O [27]
Miat A5 A 070 2 2 Ak 56 3 TR 3Rk 0 35 JUL B 2T 248 440 it T ok [27]
Erbb4 - IR 1 i A% Smad7 Tl Smad7 H& K (%% S TG 58 TGF - B 1 % [28]
Inc — TSI 2} J5 Smad3 M Smad3 B ERAL , BT TGF — B1/Smad3 {554 % [29]
IncRNA - H19 2 Jifa 5t miR - 196a - 5p 845 Wnt/B - catenin {55 53l %, 75 5 5 Ik 4 4 1k [30]

Z .IncRNAs 55/ & F F ARG

T /NS b B AR AR 1502 AKT 8] CKD 3 JE Y
PR, M NEAL Tk B4 25 RS
95 BRR A B, B /N B 48 L (tubular epithelial
cell, TECs) #i b Z 245405, #1455 J5 19 TECs 7] il i 2%
o3l SE BRI Al A kB AL BB A2, 8 SR LA
ZPRBEZ 1, W £ 4 9F AKI [ CKD #E &5, TECs
RAERGEAE I A I 22 2R AR 00 40 i )
FETZAH SCAR 5 38 #% (0 BTG L G,/ M 403 40 i J] 300 BEL 3
T S P S I S5 s B Z 1K, IncRNAs 78 I i F i
EFEEMAEM ., Liv 50 78 UL 0 B /N 1R A
R (HK -2 4l 1) A4 2 Y fole 40375 5 1) 220 1 B 400 40 44 Ah
BRI PHIESS  IncRNA MEG3 14 41l 57 IncRNA 1 5
miR - 145 - 5p 3 1454 LA I rhotekin 2 H ( RT-
KN) By £ ik, #00E Wnt/B — catenin 18 B, 1T 55 & £k
LR LR R

#ENJEAR TECs #4 8 i) AKT B RS  MEG3 % %

.20 -

A 3= e Pk 454 miR - 18a — 3p,1ﬁiﬂ: Gasdermin D
KR AT SRR, B K TECs BT, 1
Bt B E A S B AKT /N BUPR P9 AR RS  IneRNA
ENSMUST_147219 figt 55 4+ £ 45 & miR - 221 - 5p,
i 2 bk 2 R K A< & R B H K ff 1§ 3 (caspase — 3)
) N1 8 = T 04 NG 2411 1 3 S | 40
WA BFFE & B AE /N B O S /N 4 R BB mmu - In-
cRNA 121686 BE 5 i 35 i 55 B 1 Bk 5075 5 09 40 e A
T, hsa — IncRNA 520657 5 mmu - IncRNA 121686
J7 50 5 A RV, DR tHAL, 2 REVE I miR - 328 - 5p
(5 F 4, 2 5 | e 5 0 DA T o B R AT
AKT gE™

SRS NG TS G, /M 1 ) TECs 7T L
M 1L 43 A B 22 1 4 2 AE A A M AR K I 7 (A0 TGF -
B.CCN2 %) & 5 AKI J5 {2 £F 4tk i 72 IncR-
NAs 540 A3 G, /M 45 A S F 78 1R 2D | X 46w
IncRNAs P82 TECs 435 14 G,/M I 40 Jit i) 191 45 ¥



B4R 20244E2 H H53% $H2H

- EZ A8 -

RE A% LM AR SE AKI ] CKD i & /) 43 F ML 9 8]
AJH ., Jiang 5 UBESE & B, A8 N AR BT K N R 40
Ji A IncRNA WEE2 — AST, 3400 7 40 Jfd 43 24 J&
A 25 (CDC25B) R ik, #& % & i 1 WEE2 —
AS1 AT B &L 1F [a] 95 IE EE b WEE2 g it 3 [H i
FEI5 M AR 2 R L B AR A ML B G, BT M
W4 A IncRNAs A0 fal 76 5 JIE G,/ M H9 240 Jtd J&) 03 45
Ui e & HEAE G e 2 A DG S BRI

TECs P72L M %010 I 38 Nef2 Bt %0k By 380 B )
Z Al 2 $E AKI [)] CKD % 78, IncRNAs 2 5 T
TECs H iy 8 LR 8, 7E A b i di 8k R b k&
BB 59 M A . I, F 52 & B IncRNA
ENST00000453774. 1 (IncRNA 74. 1) a] DL # i 4 5%
Nrf2 — keapl {55 5% F R Ml TGF - B 5519 HK -2
200 i v 8 SR B8, AT U 2% 47 A AL R AR, Shi 2
W% & B, IncRNA SNHG14 W] Ll it 5 miR - 93 3%
Frrkgh A, I B ) P8 4% miR - 93 $810) 1L - 1 SZ 4440
P4 i 4 (interleukin — 1 receptor — associated kinase4
IRAK4) 1 IL — 6R BHWr NF - «B . STAT3 {5 5% S 1Y
IHE , EeZ MR LPS V53 19 HK — 2 20 i i S8 Ak I 3,
A AT T

= .IncRNAs 5 & 4% 4 15 78

FRELAATE W 21 2 {2 i AKI ] CKD 54728 1Y
KAENZ , WG M TECs B 88 405 AR 6 A% 28 4 7
( danger associated molecular pattern, DAMPs) , i 2% 45
KA P2 240 TR A0 BA% A B | v e 24 A R AR A 2 R
55— RH0 4 % sk Pr & W, IncRNAs 1] 58
1t 2 5k TR 0 77 A | S8 AH G Ik TR 1 2% 8 Bl e 2
20 R A U0 A AR AR Z A IR AL S 5 Y 5
KB, W IncRNA IRAR & % @ i 8 9% TECs '
CCL2 CXCL1 ,CXCL2 45 #afk K ¥ 1) 2= 35 4 a2 e 1fi 7
AKT (%55 2 3 JB 1" LRNA9884 U] 7] L) i it I 7
MIF B9 7% A i) B J0E 28 o B vt e 40 il 1
ARG UIRE Ak 2 B EFRE Sk A 1k R 1 S
5% i, Ho 2" BF5E & L, lineRNA — Cox2 [ 3
IEKSEAE LPS HI 5 9 RAW264. 7 41 i (/N BLUE 1
YR AE L FR ) PR B T, lineRNA - Cox2 fig 48
NF - kB IV 5% & 7| SWI/SNF Z 54, &8
SWI/SNF AH JC i Y 0, J5z 51 93 1 E w5 248 Jfd o 06 300 4%
AL 5% 5% . Atianand 257 58 2 I, lincRNA —
EPS &5 21 RAE I K 7, B r] LUl 5 AR
— A% MEA% 5 1 L (hnRNPL) A B AE 40 60 E 15 44
PN 4 iE A 56 JE X () 235, lineRNA — EPS 5 B3 /)N BUTE

g Z B (lipopolysaccharide , LPS) | i J5 2> 32 B0 i 50
558 1) 4% 1 S R R 1R A BOAE K

IncRNAs 2 )8 45 B W 40 i R AL R 2 S
5., B, A28 E WA Ry 5 M AE ZE 1Y lineRNA
Mac ORIS =247 T4 ffL iz b, f Ik Mac ORIS REW8 3
R EREAN I R IFN -y 5 509 JAK2 F1 STAT1 A9 8% iR
b, iX £ W Mac ORIS R BHIT IFN -y {5555 % 4l
il M1 AR AR Cao S5 38 AR 5 43
Mr & B, IncRNA - MM2P & ME—78 M1 AU Ik 41 fifg v
TR(AAE M2 B E A A IncRNA, #F— 20
5T & B, IncRNA — MM2P fig % 38 i 98 35 STAT6 (¥
WG R HE TL - 13 B 1L — 4 3000 B g0 i M2 A AR
fb. i Han %2 850 & B, 76 1L - 4 30009 /0 B
T SR VR A W 40 B P, % %E 4 IncRNA PTPRE - ASI
55 WDRS ELHEZ5 G W 52 VR 700 s S R W TR i & ( PT-
PRE) % 5%, 33 i MAPK/ERK 1/2 18 #4101 5 nk 40
ffl M2 EI B Ak, A, Tregs (TH 15 T 40 ) 1994 #E
A B 2 AR R S 0 R B2 i AKT S I IE &
/E[M . B A iE IncRNA Flicr . IncEGFR 4 5 Tregs
RIS A A A G (RLATY 5 2 B 22 () IR 4 2 i B ax 2
IncRNAs QHA] 764 P 8 45 58 107 P #5240 it 19 ) e LA
Je AT 2 55 B T o (0 P A M s g 2R

M . IncRNAs 5 JJL B £F 4 28 B 7& 44 #0 8 iR £ 44k

Z A5 TECs AT 38 2oF [\) 5T 4% 4k 5k L) 5% 43 Wb 75 5K
R 88 JUL o5 2 4 200 i 3% Ak, 328 1 A F 40 i A0 B R 3R
A BRI IR 90 ) £F 2 Ak L S AKI [n] CKD 7% 2%
R EE IR, IncRNAs JU) 0] 38 33 98 45 UL A £F 4k 41
MOTE s T TGF - B S gk X5 5k S5
AKI J5 BB BELF A A dE AR, il n, 2 AN/ B R sy
) IncRNA Rian F1 Miat, # UF 55 G898 2 5 WL 4F 2 21
ML BT B, 7E /N BUBCET 2 40 e NTH3T3 40 i o, m Mk
Rian REE 34 58 £F 4 AL AH G HL P, A o0 — SMA | Collal |
Smad3 %) F Ik, 1 &A% Miat W) 230 | 3AR £F 4 1k
I A F K177, Chen %577 38 3o 2 v Bk 1l 74 98
TE V5 S5 0 B ONE & 4k b /b BB AL, & B IncRNA
Gm12840 BEWLIE 1T 5 4+ P 45 & miR - 677 - 5p, fif bk
miR - 677 - 5p X Wntl i T {5 5 3 i & 1 (WISP1)
FIkWIE , 25 TCF - B1 75 5 19 2T 4 40 i 3% 4k .

TGF - B/Smad J2& {2 {5 ' M 2T 2 fk 1) 4% 0 15 53l
B aE A e 0 R 0 ) BE 2 IneRNAs B
TGF - B/Smad 155 5 % F I G823 i M BH W AKT [1] CKD
AR IRIT B ARG . Feng %Y B IE R B, £ /N BB
%6 JR A& A BEL A AL tp  IncRNA Erbb4 - IR f£ TECs

« 21 -



- EZ A8 -

J Med Res, February 2024 ,Vol. 53 No.2

3% 94, Erbb4 — IR GEAE N6 Smad7 3 K 1) % 5% A
M58, TGF - B {5 5 16 7, AR Erbb4 — IR JUJ 2334 Jin
TGF - Bl B3 M/NEL TECs H Smad7 Fik , M 55
TGF - B1/Smad3 75 09 15 R 2T 4E 1k Wang Az 120) gt
5 &M, Inc — TSI 7£ TGF - B1 #ill# iy A TECs ik
B30, Ine — TSI AT DL B # 5 Smad3 454 I+ i
WA (B IR Ak ) , T BH BT TGF - B1/Smad3 {5 % §%
L, 7E UUO /D AR b it 3238 N Ine — TSI RE 12 3%
g /NS SRR S L AR A A G B SR T
IncRNAs 38 #2398 755 H At 2F 4 fb AH 53 B% 4 5 AKT 1]
CKD HY £F 4k 1k 9 &, 0, IncRNA - H19 38 3 4 ¥
Wnt/B - catenin {5 5 i B 7E AKI [1] CKD %% 748 i 3
(EES 2 A

"B ¥

IncRNAs J& AKI [5] CKD %575 jF Ji i 72 v i 5
P F W0 IncRNAs (1935 RIIG 97 nl BE 2 ik R
(AT 26, ) A0 R P 28 A B Ak 1 44 S 1] Hi ik )
RETE IncRNAs 2R 40, s FH /N T4 RNA e X
FEAZAT IR \CRISPR/ cas9 5 [H g 5 44 AR 55 J7 1 m Ik 5
B R B — IncRNA B9 3R 3%, o #0 [n] 45 22 IncRNA # 4T
NG ARG W ) T 3 5 HF & SR EEXT IncRNAs 397 %
() B, A B T AKT [ CKD 5% 748 3 — Ilfe PR M L
FLAT I R AT . Ak, IncRNAs 76 AN [ 19 21 g 25
U JUE B 1 A ] B B rp B AT 3 Y 22 Ak Rk
IV B PR W TP B9 A8 WK IneRNAs £ % B2 90TF & Mg
Wl 5 AKT ] CKD #FJ8 i A4 4s &, Har,
FE] P9 A1 B AT 2 B SCRR AR TE IneRNAs 1T LUAE by B E
PR G R 2 W7 1 b 25 4, (0 H R IE 7 T8 SCRRHE In-
cRNAs V5 4= W24 br kW 48 5 I PR 20V B 400 00 10 %
H. BT IncRNAs A SRR B L 25452 % Dife
B 2 TR AN A ) R ST 1 25 4 I R I FH A 5 4
kTR KM, IncRNAs 225k 7] 5 1 42 902 4 7
Yrak a7 A R AT T 22 04 PR T Il AR I
I T LAt — AR5

MR RAE R A M B DI R 22 1o

5% 3k

U BRUK, MR TCU fi T B 2 5005 0 AT 0

[J]. sPEIERMFZT, 2021, 34(1); 122 - 125

2  Bandak G, Grams ME. Kidney — related outcomes after hospital — as-

IS

S
&

sociated acute kidney injury: even the mildest episodes count [ J].
Am ] Kidney Dis, 2016, 67(5): 716 =718

3  Wang Z, Zhang C. From AKI to CKD: maladaptive repair and the un-
derlying mechanisms [ J]. Int J Mol Sci, 2022, 23(18) : 10880

4 Schier AC, Taatjes DJ. Structure and mechanism of the RNA poly-

Genes Dev, 2020, 34 (7 -

merase Il transcription machinery [ J].

e 22 .

10

20

8): 465 -488

Kopp F, Mendell JT. Functional classification and experimental dis-
section of long noncoding RNAs [ J]. Cell, 2018, 172(3): 393 -
407

Statello L, Guo CJ, Chen LL, et al. Gene regulation by long non —
coding RNAs and its biological functions [ J]. Nat Rev Mol Cell Biol,
2021, 22(2):96 -118

Rashid F, Shah A, Shan G. Long non - coding RNAs in the cyto-
plasm [ J]. Genomics Proteomics Bioinformatics, 2016, 14 (2) .
73 -80

Stanicek L, Lozano — Vidal N, Bink DI, et al. Long non — coding
RNA LASSIE regulates shear stress sensing and endothelial barrier
function [ J]. Commun Biol, 2020, 3(1): 265

Choi SW, Kim HW, Nam JW. The small peptide world in long non-
coding RNAs []]. Brief Bioinform, 2019, 20(5) . 1853 — 1864

Liu D, Liu Y, Zheng X, et al. ¢ — MYC - induced long noncoding
RNA MEG3 aggravates kidney ischemia — reperfusion injury through
activating mitophagy by upregulation of RTKN to trigger the Wnt/
beta — catenin pathway [J]. Cell Death Dis, 2021, 12(2) ; 191
Deng J, Tan W, Luo Q, et al. Long non — coding RNA MEG3 pro-
motes renal tubular epithelial cell pyroptosis by regulating the miR —
18a —3p/GSDMD pathway in lipopolysaccharide — induced acute kid-
ney injury [ J]. Front Physiol, 2021, 12. 663216

Liu J, Li X, Yang J, et al. LncRNA ENSMUST_ 147219 mediates
the progression of ischemic acute kidney injury by targeting the miR —
221 —5p/IRF6 axis [J]. Apoptosis, 2022, 27(7 -8) : 531 - 544
Pan J, Xie Y, Li H, et al. mmu — IncRNA 121686/hsa — IncRNA
520657 induced by METTL3 drive the progression of AKI by targeting
miR - 328 - 5p/HtrA3 signaling axis [ J]. Mol Ther, 2022, 30
(12): 3694 -3713

Jiang B, Wang R, Lin Z, et al. Antisense long noncoding RNA
WEE2ASI regulates human vascular endothelial cell viability via cell
cycle G,/M transition in arteriosclerosis obliterans [ J]. Mol Med
Rep, 2020, 22(6) : 5069 - 5082

Xiao X, Yuan Q, Chen Y, et al. LncRNA ENST00000453774. 1
contributes to oxidative stress defense dependent on autophagy media-
tion to reduce extracellular matrix and alleviate renal fibrosis [J]. J
Cell Physiol, 2019, 234(6) : 9130 -9143

Shi C, Zhao Y, Li Q, et al. IncRNA SNHGI14 plays a role in
sepsis — induced acute kidney injury by regulating miR - 93 [J]. Me-
diators Inflamm, 2021, 2021 5318369

Hu G, Gong AY, Wang Y, et al. LincRNA - Cox2 promotes late in-
flammatory gene transcription in macrophages through modulating
SWI/SNF - mediated chromatin remodeling [ J]. J Immunol, 2016,
196(6) : 2799 - 2808

JiaP, Xu S, Ren T, et al. LncRNA IRAR regulates chemokines pro-
duction in tubular epithelial cells thus promoting kidney ischemia —
reperfusion injury [ J]. Cell Death Dis, 2022, 13(6): 562

Zhang Y, Tang PM, Niu Y, et al. Long non — coding RNA LR-
NA9884 promotes acute kidney injury via regulating nf — kb — media-
ted transcriptional activation of MIF [ J]. Front Physiol, 2020, 11:
590027

Atianand MK, Hu W, Satpathy AT, et al. A long noncoding RNA



B 2R &

2024 4E2 A HES3E H2M

- EZ A8 -

21

22

23

24

25

26

27

28

lincRNA - EPS acts as a transcriptional brake to restrain inflammation
[J]. Cell, 2016, 165(7) : 1672 - 1685

Zhang H, Xue C, Wang Y, et al. Deep RNA sequencing uncovers a
repertoire of human macrophage long intergenic noncoding RNAs mod-
ulated by macrophage activation and associated with cardiometabolic
diseases [J]. J Am Heart Assoc, 2017, 6(11) : 007431

Cao J, Dong R, Jiang L, et al.
modulator of macrophage M2 polarization [ J]. Cancer Immunol Res,
2019, 7(2): 292 -305

Han X, Huang S, Xue P, et al. LncRNA PTPRE — AS1 modulates
M2 macrophage activation and inflammatory diseases by epigenetic
promotion of PTPRE [J].
Zemmour D, Pratama A, Loughhead SM, et al. Flicr, a long noncod-
ing RNA, modulates Foxp3 expression and autoimmunity [ J].
Natl Acad Sci USA, 2017, 114(17) : E3472 - E3480

Jiang R, Tang J, Chen Y, et al. The long noncoding RNA Inc - EG-
FR stimulates T — regulatory cells differentiation thus promoting hepa-
tocellular carcinoma immune evasion [ J].
15129

Chen H, Fan Y, Jing H, et al. LncRNA Gm12840 mediates WISP1
to regulate ischemia — reperfusion — induced renal fibrosis by sponging
miR -677 =5p [J].
Bijkerk R, Au YW, Stam W, et al. Long Non - coding RNAs rian
and miat mediate myofibroblast formation in kidney fibrosis [ J].
Pharmacol, 2019, 10: 215

Feng M, Tang PM, Huang XR, et al. TGF - beta Mediates Renal Fi-

brosis via the Smad3 — Erbb4 — IR Long Noncoding RNA Axis [J].
Mol Ther, 2018, 26(1): 148 - 161

Wang P, Luo ML, Song E, et al. Long noncoding RNA Inc — TSI in-
hibits renal fibrogenesis by negatively regulating the TGF - beta/

Science Translational Medicine, 2018, 10

Dong X, Cao R, Li Q, et al. The long noncoding RNA — H19 medi-
ates the progression of fibrosis from acute kidney injury to chronic kid-
ney disease by regulating the miR — 196a/Wnt/beta — Catenin Signa-
Nephron, 2022, 146(2) : 209 -219

Yu SM, Bonventre JV. Acute kidney injury and maladaptive tubular

Curr Opin Nephrol Hypertens,

Moonen L, D'Haese PC, Vervaet BA. Epithelial cell cycle behaviour
Int J Mol Sci, 2018, 19(7) : 2038

Sato Y, Yanagita M. Immune cells and inflammation in AKI to CKD
Am J Physiol Renal Physiol, 2018, 315 (6) .

Sharma R, Kinsey GR. Regulatory T cells in acute and chronic kidney
Am ] Physiol Renal Physiol, 2018, 314(5) . F679 -

Yu XY, Sun Q, Zhang YM, et al. TGF - beta/smad signaling path-
Front Pharmacol, 2022, 13,

(ks B . 2022 -12 -26)
(1 . 2022 -12 -30)

(E#F9W)

29

30

31

32

33

34

Alsina M, Shah N, Raje NS, et al. Updated results from the phase I
CRB -402 study of anti — Bcma CAR — T cell therapy bb21217 in pa-
tients with relapsed and refractory multiple myeloma: correlation of ex-
pansion and duration of response with T cell phenotypes|[ J]. Blood,
2020,136( Supplement 1) :25 - 26

Cornell RF, Bishop MR, Kumar S, et al. A phase 1, multicenter
study evaluating the safety and efficacy of KITE - 585, an autologous
anti — BCMA CAR T - cell therapy, in patients with relapsed/refracto-
ry multiple myeloma[ J]. AM J Cancer Res, 2021, 11(6) . 3285 -
3293

Costello CL, Cohen AD, Patel KK, et al. Phase 1/2 Study of the
safety and response of P — BCMA — 101 CAR - T cells in patients with
relapsed/refractory (r/r) multiple myeloma (MM) ( PRIME) with
novel therapeutic strategies[ J]. Blood, 2020, 136 ( Supplement 1) :
29 -30

Ng YY, Du Z, Zhang X, et al. CXCR4 and anti - BCMA CAR co -
modified natural killer cells suppress multiple myeloma progression in
a xenograft mouse model. [ J].
475 -483

Trudel S, Lendvai N, Popat R, et al. Targeting B — cell maturation
antigen with GSK2857916 antibody — drug conjugate in relapsed or re-
fractory multiple myeloma ( BMA117159) : a dose escalation and ex-
pansion phase 1 trial[ J]. Lancet Oncology, 2018, 19(12) ; 1641 —
1653

Trudel S, Lendvai N, Popat R, et al. Antibody - drug conjugate,

GSK2857916, in relapsed/refractory multiple myeloma: an update on
safety and efficacy from dose expansion phase I study [ J]. Blood
Lonial S, Lee HC, Badros A, et al. Belantamab mafodotin for re-
lapsed or refractory multiple myeloma (DREAMM -2) : a two — arm,

Lancet Oncology,

Kinneer K, Flynn M, Thomas SB, et al. Preclinical assessment of an
antibody — PBD conjugate that targets BCMA on multiple myeloma and
Leukemia, 2019, 33(3) . 766 -771
Lee HC, Raje NS, Landgren O, et al. Phase 1 study of the anti - BC-
MA antibody — drug conjugate AMG 224 in patients with relapsed/re-
fractory multiple myeloma[ J]. Leukemia, 2021, 35(1): 255 -258
Topp MS, Duell J, Zugmaier G, et al. Anti - B - cell maturation an-

tigen BiTE molecule AMG 420 induces responses in multiple myeloma

Cho SF, Lin L, Xing L, et al. The immunomodulatory drugs lenalido-
mide and pomalidomide enhance the potency of AMG 701 in multiple
Blood Adv, 2020, 4(17): 4195 -

29
Smad3 pathway [ J].
(462) : eaat2039
LncRNA - MM2P identified as a 30
ling [J].
31
Sci Adv, 2019, 5(12): eaax9230 repair leading to renal fibrosis [ J].
2020, 29(3): 310 -318
Proc 32
in the injured kidney [J].
33
progression [ J].
Nat Commun, 2017, 8. F1501 - F1512
34
diseases [J].
F698
Epigenomics, 2020, 12(24) . 2205 -2218 35
way in tubulointerstitial fibrosis [ J].
Front 860588
Cancer J, 2019, 9(4) . 37
35
randomised, open — label, phase 2 study[]J].
2020, 21(2): 207 -221
36
myeloma progenitor cells[ J].
37
38
[J]. J Clin Oncol, 2020, 38(8): 775 - 783
39
Cancer Gene Ther, 2022, 29 (5): myeloma preclinical models[ J].
4207
40

Duell J, Lammers PE, Djuretic I, et al. Bispecific antibodies in the
treatment of hematologic malignancies [ J ]. Int J Clin Pharm Th,
2019, 106(4) . 781 =791
(ki F 99 :2022 - 11 -05)
(& H 1 .2022 - 11 -30)

.23 .



