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Construction of a Mouse Model for Scaffold Protein JLP Knockout and Preliminary Observation of the Renal Phenotype. Yang Cheng,
Song Yuan,Yuan Xiaohan,et al. Department of Nephrology, Renmin Hospital of Wuhan University , Hubei 430060, China

Abstract Objective To breed the scaffolding protein JLP knockout mice and observe the renal phenotype. Methods Breeding the
JLP heterozygous mice will get the homozygous mice offspring. PCR reaction was used to detect the gene genotype after extracting the mice
tissue DNA and the microstructure of the kidney was observed by PAS pathological staining. Results The homozygous mice offspring were
obtained and 3 genotypes including JLP +/ + , JLP +/ — and JLP -/ — were tested. Conclusion JLP knockout mice provides an effec-

tive animal model for further research on the function of JLP protein.
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