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Abstract Objective To screen for differential microRNA in serum of children with Attention — deficit hyperactivity disorder
(ADHD) by microarray analysis. Methods Twenty cases of serum samples from children with ADHD and 60 cases of normal children
were collected. We paired ADHD children and normal children by a ratio of 1:3 according to same gender and age, height and weight
were similar. The miRNA profile of children with ADHD and normal children were obtained by using Agilent’s human miRNA chip V21.0
containing 2549 human miRNA probes. Paired ¢ — test analysis was performed on the detected miRNA signal values to select statistical sig-
nificance miRNAs, and then verify the chip results by RT — qPCR technology. Results The screening results of microarray showed that
comparing with normal children, 61 miRNAs in the serum of children with ADHD, such as miR - 30d - 5p, miR - 19b - 3p, miR -
6085, miR - 19b -3p, miR -6749 - 5p, miR - 6826 —5p, miR -3960, eic. , were differentially expressed (P <0.05). Among them,
fold change greater than 2 were miR —30d - 5p (fold change =0.48, P =0.002), miR - 4655 - 3p (fold change =0.43, P =0.002)
and miR -7641 (fold change =0.47, P =0.020). These differentially expressed miRNAs were decreased in serum of 20 children with
ADHD. Subsequently, we selected miR —30d - 5p, miR -4655 -3p, and miR — 7641 with fold change greater than 2 for RT - qPCR
verification, and the results were consistent with the chip. Conclusion The expression levels of miR —30d - 5p, miR - 4655 - 3p and
miR — 7641 were decreased in serum of children with ADHD compared with normal children, and may be potential indicators for the diag-
nosis of ADHD.
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hsa — miR - 7641 0.026 0.471
hsa - miR -30d -5p 0.003 0.484
hsa — miR - 6085 0.001 0.533
hsa - miR -25 -3p 0.005 0.533
hsa — miR - 19b -3p 0.002 0.537
hsa — miR - 6749 -5p 0.003 0.559
hsa - miR - 762 0.005 0.564
hsa - miR - 642b -3p 0.003 0.577
hsa - miR - 4687 -3p 0.008 0.604
hsa — miR - 6826 - 5p 0.000 0.617
hsa — miR -3960 0.001 0.617
hsa — miR - 6789 -5p 0.011 0.622
hsa — miR -3196 0.001 0.660
hsa - miR - 4741 0.011 0.673
hsa — miR - 6769b - 5p 0.027 0.679
hsa — miR - 6869 - 5p 0.014 0.687
hsa — miR - 6833 -5p 0.007 0.690
hsa — miR - 5787 0.027 0.692
hsa — miR -423 -5p 0.009 0.693
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hsa - miR - 4499 0.040 0.786
hsa - miR - 3679 -5p 0.029 0.786
hsa — miR -4270 0.012 0.788
hsa — miR - 6090 0.034 0.796
hsa — miR -4281 0.040 0.800
hsa — miR - 6088 0.003 0.805
hsa - miR - 642a - 3p 0.049 0.806
hsa - miR -29a -3p 0.040 0.816
hsa — miR - 6812 -5p 0.013 0.823
hsa — miR - 6768 -5p 0.002 0.828
hsa - miR -23a -3p 0.024 0.837
hsa — miR - 6891 -5p 0.024 0.850
hsa —let = 7d = 3p 0.026 0.853
hsa — miR - 8072 0.039 0.854
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hsa - miR -7109 -5p 0.002 0.883
hsa — miR -3656 0.036 0.922
hsa — miR - 6803 -5p 0.006 0.941
hsa — miR - 139 -5p 0.028 0.989
hsa - miR -2861 0.047 0.994
hsa - miR - 638 0.027 0.997
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