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Risk of Folate Metabolism and Related Gene Polymorphism in Pregnant Women in Different Regions. Wang Ling, Liang Xiong. Depart-
ment of Obstetrics, Zhuhai People's Hospital , Guangdong 519000, China

Abstract Objective Through the detection of polymorphism of folate metabolism related genes in pregnant women, to study the re-
gional differences of MTHFR A1298C, C677T and MTRR A66G gene loci. Methods Totally 1415 pregnant women who were prenatally
examined at Zhuhai People’s Hospital from January 1" 2018 to October 30" 2019, were divided into the southern ( Guangdong, Guangxi,
Hunan) ,the middle part ( Anhui, Hubei, Jiangxi, Henan) and northern ( Hebei, Shandong, Heilongjiang, Liaoning, Jilin)according to
the research destination. The oral mucosal epithelial cells of the study subjects were collected, and the genotypes of methylenetetrahydrofo-
late reductase (MTHFR) gene C667T, A1298C locus and methionine synthase reductase (MTRR) A66G locus were detected by real —
time PCR, comparing gene polymorphisms and the risk of folate metabolism disorders in geographical differences. Results There were
significant regional differences in genotype and allele frequencies of MTHFR gene C667T, A1298C locus (P <0.05). There was no sig-
nificant difference in the composition of MTRR A66G AG and CG in the three regions (P >0.05). The proportion of people with high risk
of folate metabolism disorders in the southern, central and northern regions was 11.80% , 25.16% and 38.23% , respectively, and the
differences were statistically significant (P <0.01), and the proportion of risk — free people was 44.00% ,32.90% , and 27.11% , re-
spectively, and the differences were statistically significant (P <0.01). Conclusion The folate gene polymorphisms of pregnant women
are different in the southern, middle part and northern; the risk of folic acid metabolism has obvious regional differences, showing a trend
of higher in the north and lower in the south.
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